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NTDB id 1111483 ACNO76 RS10155 WP 420789932.1 VNLY FRAD TINE QKIDREORED T . S[EANME GIDRY SIS KIRAR AN DPDEG SEILIMNMGLSEGKBIKEVKDKENe® ADN(K KIWBD QF:AD 8o T fl8e) T 558
NTDB id 475 HSISS4 RS07005 WP 021143809.1 NATLNAANAAAEDWDISN{gVHIW PDYQDPSTYLDIFKTTSSENTKWFMGYDDPNNAAAAQVGLKDYDALLISAASET DL 559
NTDB id 324 STU RS16140 WP 011226306.1 NTLNAANAAAEDWDISNSV W PDYQDPSTYLDIFKTTSSENTKAFMGYDDPNNAAAAQVGLKDYDALLWSAASET DL 559
NTDB id 292 STER RS06940 WP 011681419.1 NATLNAANAAAEDWDISNSVGW PDYQDPSTYLDIFKTTSSENTKAFMGYDDPNNAAAAQVGLKDYDALLWNSAASET DL 559
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