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MNKKTRQTLIGLLVLLLLSTGSYYIKQMPSAPNSPKTNLSQKKQASEAPSQALAESVLTDAVKSQIKGSLEWNGSGAFTIYV|
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MNKKTRQTLIGLLVLLLLSTGSYYIKQMPSAPNSPKTNLSQKKQASEAPSQALAESVLTDAVKSQIKGSLEWNGSGAFIV|
N 1 PELL s bbbttt bbbt
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NGNKTNLDAKVSSKPYADNKTKTVGKETVPTVANALLSKATRQYKNRIBETGNGSTSWTPPGWHQVKNLKG YTHAVDRGH
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NGNKTNLDAKVSSKPYADNKTKTVGKETVPTVANALLSKATRQYKNRKETGNGSTSWTPPGWHQVKNLKGSYTHAVDRGH

NGNKTNLDAKVSSKPYADNKTKTVGKETVPTVANALLSKATRQYKNRKETGNGSTSWTPPGWHQVKNLKGSYTHAVDRGH
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LLGYALIGGLDGFDASTSNPKNIAVQTAWANQAQAEYSTGQNYYESKVRKALDQNKRVRYRVTLYYASNEDLVPSASQIE
LLGYALIGGLDGFDASTSNPKNIAVQTAWANQAQAEYSTGQONYYESKVRKALDQNKRVRYRVTLYYASNEDLVPSASQIE
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LLGYALIGGLDGFDASTSNPKNIAVQTAWANQAQAEYSTGQNYYESKVRKALDQNKRVRYRVTLYYASNEDLVPSASQIE
P bbb bbb bbb b bbb bbb bbbt

SO LIV LRV

AKSSDGELEFNVLVPNVQKGLQLDYRTGEVTVTQ 274
AKSSDGELEFNVLVPNVQKGLQLDYRTGEVTVTQ 274
AKSSDGELEFNVLVPNVQKGLQLDYRTGEVTVTQ 274
AKSSDGELEFNVLVPNVQKGLQLDYRTGEVTVTQ 274

AKSSDGELEFNVLVPNVQKGLQLDYRTGEVTVTQ 274
PErrrr et

X non conserved
B similar
>50% conserved
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