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MKCLLCGQTMKTVLTFSSLLLLRNDDSCLCSDCDSTFERIGEENCPNCMKTELSTKCQDCQLWCKEGVEVSHRAIFTYNQ
MKCLLCGQTMKTVLTFSSLLLLRNDDSCLCSDCDSTFERIGEENCPNCMKTELSTKCQDCQLWCKEGV[VSHRAIFTYNQ
MKCLLCGQTMKTVLTFSSLLLLRNDDSCLCSDCDSTFERIGEENCPNCMKTELSTKCQDCQLWCKEGVVSHRAIFTYNQ
MKCLLCGQTMKTVLTFSSLLLLRNDDSCLCSDCDSTFERIGEENCPNCMKTELSTKCQDCQLWCKEGV[gVSHRAIFTYNQ

MKCLLCGQTMKRAVLTFSSLLLLRNDJSCLCMDCDSTFERIGEENCPNCMKTIALSTRICQDCQWCKEGVEVSHRAIFHYNQ
MKCLLCG TMKMVLTFSSLLLLRNDWYSCLCMDCDSTFERIGEEFJCPNCMKT[LSTKCQDCQIigWCKEGVEVSHRAIFTYNQ

MKCLLCGQTMKEWVLTFSSLLLL NDIMSCLCI®DCDSTFERIGEENCPNCMKT LSHIKCQDCQLWCKEGVEVSHRAIFHYNQ
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AMKDFFSRYKFDGDFLLRKVFASFLSEELKKYKEYQFVVIPLSPDRYANRGFNQVEGLVEAAGFEYLDLLEKREERASSS
AMKDFFSRYKFDGDFLLRKVFASFLSEELKKYKEYQFVVIPLSPDRYANRGFNQVEGLVEAAGFEYLDLLEKREERASSS
AMKDFFSRYKFDGDFLLRKVFASFLSEELKKYKEYQFVVIPLSPDRYANRGFNQVEGLVEAAGFEYLDLLEKREERASSS
AMKDFFSRYKFDGDFLLRKVFASFLSEELKKYKEYQFVVIPLSPDRYANRGFNQVEGLVEAAGFEYLDLLEKREERASSS
AMKDFFSRYKFDGDFLLRKVFAS[JLSEELKKYKEYQFVVIPLSP RIBSRGFNQVEGLVEAAGFE [ LLEKREERASSS
AMKDFFSRYKFDGDFLLRKVFASFLSEELKKYKEYQFVVIPLSPDRYA RGFNQVEGLVEAARFIYLDLLEKREERASSS
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KNRSERLGTELPFFIKSGVTIPKKILLIDDIYTTGATINRVKKLLEEAGAKDVKTFSLVR 220
KNRSERLGTELPFFIKSGVTIPKKILLIDDIYTTGATINRVKKLLEEAGAKDVKTFSLVR 220
KNRSERLGTELPFFIKSGVTIPKKILLIDDIYTTGATINRVKKLLEEAGAKDVKTFSLVR 220
KNRSERLGTELPFFIKSGVTIPKKILLIDDIYTTGATINRVKKLLEEAGAKDVKTFSLVR 220
220
220
220

K non conserved
B similar
Bl >50% conserved
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