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NTDB id 1192 PAKAF RS23870 WP 024947914.1 .....MKAQKGFTLIELMIVVAIIGILAAIAIPQYQNYVARSEGASALASVNPLKTTVEEALSRGWSVKSGTGTEDATKK 75
NTDB id 1111382 ACOB85 RS10475 WP 420788408.1 MKNSKQKKQQGFTLIELMIVVGIIGILSALAVPAYKSYVIKTEANAGLATLKSLITPAELYYQEN.....GT...SSAAG 72
NTDB id 1292 VP RS12235 WP 005479693.1 MKHSKQKKQQGFTLIELMIVVAIIGVLAAAAIPAYQNYVTRSEVTSGLATVKALITPAELHYQEN.....GI...AAAAT 72
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PTLETFATMFDGAGSADNGSPS IKMDNTKSSGDGKTI ILTLFSTRDSTATADETGLWKSCALTPRSADTAGQDPTAEVQFIPAITEPVDEKSGFCKSK
NTDB id 1192 PAKAF RS23870 WP 024947914.1 EVPLGVAADANKLGTIALKPDPADGTADITLTFTMGGAGPKNKGKIITLTRTAADGLWKCTSDQDEQFIPKGCSK 150
NTDB id 1111382 ACOB85 RS10475 WP 420788408.1 LSDLGSVASANDLGTLTSAIGSGSG.AVPTLEFAFGSNSSMTSSDTLTFSRSATEG.WSCARAGTV.PTEESFK. 143
NTDB id 1292 VP RS12235 WP 005479693.1 LAQLGVDVAANDLGAIDSALAGG....SPTLTFTFDADSSID.GGILTFTRDAATG.WSCLPTAPA.IAVDGCS. 139
consensus * !!* * !!*!!** **** * * * *!!*!**** *** * **!**!*!**! !*! * ****
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