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NTDB id 462 GPW51 RS00385 WP 012774894.1 Ir (MINALYSRVLRFFGIGESQLVT LAD IDSQTDPTLAPYAKUMGEVTLRLSTKA SQEEAN)®:

NTDB id 412 SMU RS09535 WP 002262393.1 TKLYSRVLRFFGIGES.LVT LDLIQTDPT APYAKTGEVT RLSTKAQEA SK

NTDB id 170 SP RS09755 WP 000642718.1 MNMMTGSKLYSRVLRFFGIGESQLVTILADLIDNQMDPTLAPYAKTGEVTLRLSTKASSQEEANQES

NTDB id 280 KZH43 RS08670 WP 000642700.1 MRMATGSKLYSRVLRFFGIGESQLVTILADLIDNQMDPTLAPYAKTGEVTLRLSTKASSQEEANQLN

NTDB id 205 SPR RS08830 WP 000642700.1 MNMMTGSKLYSRVLRFFGIGESQLVTILADLIDNQMDPTLAPYAKTGEVTLRLSTKASSQEEANQE

NTDB id 239 SPD RS09270 WP 000642701.1 MRMATGSKLYSRVLRFFGIGESQLVTILADLIDNQMDPTLAPYAKTGEVTLRLSTKASSQEEANQPN

NTDB id 538 SMSK321 RS11060 WP 000642686.1 NMATGSKLYSRVLRFFGIGESQLVTIL DLIDNQTDPTLAPYAKTGEVTLRLSTKASSQEEANQ\

NTDB id 510 SM12261 RS08320 WP 000642690.1 L. TGSKLISRVLRFFGIGESQLVTIL DLIDNQTDPTLAPYAKTGEVTLRLSTKASSQEEANQ)

NTDB id 1111184 ACO0GJJ RS17740 WP 000990692.1 KPMp¢ EF.RNFTEN YSRVLRFFGIGESQLIAMY FDLIDEQT PT APRANBGEVTLRL EKEIARNASIE AlNGR

NTDB id 124 BSU 16930 NP 389575.2 L PMi@aN AKLLKKG WK WSWVLRFFGIGESQLIWLIAD IDINQT PT APIRAEWGEVTLRL AH.D.KTERL

consensus * o kokk Pebbr el ook b bk b Dl Db D DD D 1L Vskoskokok ok |k kox

156
156
156
156
156
156
156
156
155
159

233
233
232
232
232
232
232
232
234
239



logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id

462
412
170
280
205
239

GPW51 RS00385 WP 012774894.1

SMU RS09535 WP 002262393.1

SP RS09755 WP 000642718.1

KZH43 RS08670 WP 000642700.1

SPR RS08830 WP 000642700.1

SPD RS09270 WP 000642701.1

538 SMSK321 RS11060 WP 000642686.1
510 SM12261 RS08320 WP 000642690.1
1111184 ACOGJJ RS17740 WP 000990692.1
124 BSU 16930 NP 389575.2

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id

462
412
170
280
205
239

GPW51 RS00385 WP 012774894.1

SMU RS09535 WP 002262393.1

SP RS09755 WP 000642718.1

KZH43 RS08670 WP 000642700.1

SPR RS08830 WP 000642700.1

SPD RS09270 WP 000642701.1

538 SMSK321 RS11060 WP 000642686.1
510 SM12261 RS08320 WP 000642690.1
1111184 ACOGJJ RS17740 WP 000990692.1
124 BSU 16930 NP 389575.2

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id

462
412
170
280
205
239

GPW51 RS00385 WP 012774894.1

SMU RS09535 WP 002262393.1

SP RS09755 WP 000642718.1

KZH43 RS08670 WP 000642700.1

SPR RS08830 WP 000642700.1

SPD RS09270 WP 000642701.1

538 SMSK321 RS11060 WP 000642686.1
510 SM12261 RS08320 WP 000642690.1
1111184 ACOGJJ RS17740 WP 000990692.1
124 BSU 16930 NP 389575.2

consensus

e el | s oo S s 1

SLRDFCYGYGEETSLASIVVEELKRQGKTIAAAESLTAGLFQATVANFSGVSSIFKGGFVTYS
SLRDFCYGYGEETSLASIVVEELKRQGKTIAAAESLTAGLFQATVANFSGVSSIFiGGFVTYS

SLRDFCYGYGEETSLASIVVEELKRQGKTIAAAESLTAGLFQATVANFSGVSSIF)X
SLRDFCYGYGEETSLASIVVEELKRQGKTIAAAESLTAGLFQATVARFSGVSSIF)
SLRDMCYGYGEERSLASIVVEELK QGKTI

GGFVTYS
GGFVTYS
FSGEISSIFKGGFVTYS

FSGE\SSIFKGGFVTYS

kokok | kok |

LEERSR 1017k g 1) e Ak

A@Q@B%QQQD ST DSk QED%I\/E

LEEKSRMLDIPEKMLEEHGVVSEFTAQKMAEQARSKTQSDFGISLTGVAGPDSLEGHP GTVFIGLAQ QGTER
LEEKSRMLDIPEKINLEEHGVVSEFTAQKMAEQARSKTQSDFGISLTGVAGPDSLEGHP GTVFIGLAQ QGTER
LEEKS MLDIPYKBLEENGVVSEFTAQKMAEQARSKTQSDFGISLTGVAGPDSLEGHPJAGTVFIGLAQ [IGTEE
LEEKS MLDIPWMKMLEEMNGVVSEFTAQKMAEQARMKTQSDFG SLTGVAGPDSLEGHPBGTVFIGLAQ QGTER
NBVI4QY VIR RMSYEE VIRH TD[EANAIKECINR Y LIENAN VIED V L K] T [eRis]F peaty (el 3ol S|z ME PeSRASEINS T K DEP T V|| F P

NBVISQN VISGMKKET|H RFGAVSKECASELAKGVQKLEGSDIGISFTGVAGPD Qe IEPEHRMRNEES ANGKE . E\YHEFHF
% %k 3k 5k 5k 5k %k *k k k * * % % % k % 5k 5k ok %k ko |k sk ok ok ok ok * 1k * | k| ok ok sk k | % %k %k 3k k %k % * % % % %

SRR AR B Lo

ErakKN L\

1 sk sk sk k ok k ko ok ok k |k okokok |

Léegs;@ggzgvul

393
418
418
418
418
418
418
418
412
416

X non conserved
B similar
> 507 conserved

308
308
312
312
312
312
312
312
306
311

369
387
391
391
391
391
391
391
386
390



