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AHRT AT GTE 1 DINEY DD AR 1 1 LR LMD

MQQLKTKRVGIYVRVSTEMQSTEGYSIDGQINQIKEYCDFHHFEVKDIYADRGISGKSMNRPELQR LKDAKEGRJIDCVM
MQQLKTKRVGIYVRVSTEMQSTEGYSIDGQINQIKEYCDFHHFEVKDIYADRGISGKSMNRPELQR LKDAKEGMIDCVM

TRUATILLANEDLRIVEER AER VTS L LASEHRIVEINE FRAE 1O

VYKTNRLARNTSDLLKIVEDLHKQNVEFFSLSERMEVNTSSGKLMLQILASFSEFERNNIVENVFMGQTRRAQEGYYQGN
VYKTNRLARNTSDLLKIVEDLHKQNVEFFSLSERMEVNTSSGKLMLQILASFSEFERNNIVENVFMGQTRRAQEGYYQGN
PELE e rrrrrrrrrrrrrrrrnt

LR RN OV AL VA 5 LAV G

LPLGYDKIPNSKHELMINQHEANIVKYIFESYAKGHGYRKIANALNHKGYVTKKGKPFSISSITYILANPFYIGKIQFAK
LPLGYDKIPNSKHELMINQHEANIVKYIFESYAKGHGYRKIANALNHKGYVTKKGKPFSISSITYILANPFYIGKIQFAK
PErr e rrrrrrrrrrrrrrrrrnt

WD LY A 1L DR RS T 82 AT

YKDWSEKRRKGLNDKPVIAEGKHSPIINQDLWDKEAQMRKKQVSQKPQVHGKGTNLLTGIIHCPQCGAPMAASNTTNTLKD

YKDWSEKRRKGLNDKPVIAEGKHSPIINQDLWDKWYQMRKKQVSQKPQVHGKGTNLLTGIIHCPQCGAPMAASNTTNTLKD
Pttt v rrrnnd

AR ERI S AR EDY KL SR CR D A D

GTKKRIRYYSCSNFRNKGSKVCSANSVRADVIEDYVMKQILEIVKSDKVIQRVVEl VNQENIVDGAALHHDIAYKQQQYD
GTKKRIRYYSCSNFRNKGSKVCSANSVRADVIEDYVMKQILEIVKSDKVIQRVVyN:IVNQENRVDGAALHHDIAYKQQQYD
N N

UL EDVLT5 i CRERLOL TR LR e L

KLNNLIKTIEDNPDLTSVIRPSIQKYEKQLNDITNQINQLKNQQNEDK LFDAKMISKLLQHIF DIKH EKSRLK
EVQ

INKLNNLIKTIEDNPDLTSVIRPSIQKYEKQLNDITNQINQLKNQQNEDK)QLFDAKINISKLLQHIFEIDIKH EKSRLK
N T

NIRRT A NN RO

ALYLSVIDRIPI KDWNHKKQFYVTLKLNNEIIKQLFNNKQLDEVHLSTSSLFLPQTLYLTI
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