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NTDB id 1323 RA0C RS07335 WP 004916218.1 .MLVKVYGSAIHGVSAQTITIEVNVDQGV.GYHLVGLPDNAIKESSHRISAALKNVGYKLPGKKITINMAPADLRKEGSA 78
NTDB id 1271 LPP RS03220 WP 011213198.1 MSLAFTKTRSTIGIVAQPVSVEVHLSNGLPSFTMVGLAETAVKESKDRVRSAIINSQFEFPCRKITVNLGPANLPKTGSG 80
NTDB id 1248 GCO85 RS03150 WP 011213198.1 MSLAFTKTRSTIGIVAQPVSVEVHLSNGLPSFTMVGLAETAVKESKDRVRSAIINSQFEFPCRKITVNLGPANLPKTGSG 80
NTDB id 1110985 ACOH24 RS02490 WP 331692353.1 MSLAVVSSRAITGMSARPVTVEVHLANGLPGLSLVGLPDTEVKESRERVRSALQNSRFEFPARRITVNLAPADLPKASGC 80
NTDB id 1153 A1552VC RS00115 WP 000521788.1 MGLAIIHSRASIGVQAPPVTVEVHISNGMPGFTLVGLPETTVKESRDRVRSAIINSRFEFPAKRITVNLAPADLPKEGGR 80
NTDB id 1397 DSB67 RS15690 WP 005535577.1 MGLAIIHSRASVGVQAPSVSVEVHISNGMPGFTLVGLPETTVKESKDRVRSAIVNSNFQFPAKRITVNLAPADLPKEGGR 80
NTDB id 1349 HI 1117 AAC22771.1 MSLAIVYSRASMGVQAPLVTIEVHLSNGKPGFTLVGLPEKTVKEAQDRVRSALMNAQFKYPAKRITVNLAPADLPKEGGR 80
NTDB id 1387 A4U84 RS06900 WP 020457569.1 MSLAIIYSRASIGVEAPLVTIEVHISGGSPGLTLVGLPEKSVKEAQDRVRSALMNANFDYPARRITINLAPADLPKEGGR 80
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LVI LIVAPAQHKNGSAQSNTGAQRADNQEVAAS ILTVENSGEKNVDHALTEQENRTKQHTVFKYCFGSTVAERSNQ
NTDB id 1323 RA0C RS07335 WP 004916218.1 YDLSIALGILAASGQIIAPEIERYLIMGELSLDGGLQPIKGVLPIA.IRAREEGFKGIILPKQNTREAAIVNDLEVYGVE 157
NTDB id 1271 LPP RS03220 WP 011213198.1 FDLPIALGILAASEQIPLTNLANHEFIGELALSGELRGVSAIIPA..VLAAHKDNQHLIIANANAAEASLTGHQKVFTAN 158
NTDB id 1248 GCO85 RS03150 WP 011213198.1 FDLPIALGILAASEQIPLTNLANHEFIGELALSGELRGVSAIIPA..VLAAHKDNQHLIIANANAAEASLTGHQKVFTAN 158
NTDB id 1110985 ACOH24 RS02490 WP 331692353.1 FDLPIALGILAASGQLPEAGLRTHEFAGELSLTGELRPIRGGLAMASAMASEPSTRALVLPAGSAQEAALVEEATVYGAR 160
NTDB id 1153 A1552VC RS00115 WP 000521788.1 FDLPIALGILAASDQIARNKLESYEFIGELALSGEIRGVKGVLPA..ALAANQVERCLVVPHSNGDQAALVGVERHKSAQ 158
NTDB id 1397 DSB67 RS15690 WP 005535577.1 FDLPIALGILAASEQIATDKLKNYEFVGELALSGGLRTVKGVLPA..ALAANKKQRHLVVPHANGDQAALVGKEQHKSAQ 158
NTDB id 1349 HI 1117 AAC22771.1 FDLPIAIGILAASDQLDASHLKQFEFVAELALTGQLRGVHGVIPA..ILAAQKSKRELIIAKQNANEASLVSDQNTYFAQ 158
NTDB id 1387 A4U84 RS06900 WP 020457569.1 FDLPIAIGILAASGQIDSDKLKRIELLGELSLTGHLRGVHGAIPA..VLAASKAKREIIVPQQNANEVSLVSNTQTYCAS 158
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NTDB id 1323 RA0C RS07335 WP 004916218.1 NIKEVIDFFNENCPLEPTKVNTRE......................EFHKRVNLFPFDFSEVKGQETAKRAMEVAAAGGH 215
NTDB id 1271 LPP RS03220 WP 011213198.1 NLREVCDYLCQGTSLQSLPPKPDL..........................LLNNYELDWSDIKGQQHAKNAMVIAACGGH 212
NTDB id 1248 GCO85 RS03150 WP 011213198.1 NLREVCDYLCQGTSLQSLPPKPDL..........................LLNNYELDWSDIKGQQHAKNAMVIAACGGH 212
NTDB id 1110985 ACOH24 RS02490 WP 331692353.1 ALLDVCAHLAAPDVAIPLPRAVVQGSPNDRAADIAGGEIDVARVRAPGATPPGSSIADMIDIKGQEHAKRALEVAAAGGH 240
NTDB id 1153 A1552VC RS00115 WP 000521788.1 SLLEVCADLCGQQTL.SLFQSSPSV.........................QQVSQTRDLQDIIGQQQGKRALEIAAAGNH 212
NTDB id 1397 DSB67 RS15690 WP 005535577.1 SLLEVCAELCGQHQL.NLYQTPKKK.........................ELKAHGRDLQDIIGQQQGKRALEIAAAGNH 212
NTDB id 1349 HI 1117 AAC22771.1 TLLDVVQFLNGQEKL.PLATEIVKE.....................SAVNFSGKNTLDLTDIIGQQHAKRALTIAAAGQH 216
NTDB id 1387 A4U84 RS06900 WP 020457569.1 TLLQVVNFLNNRDQL.PIAQQLSQN.....................IAEN.RPLVSRDLTDIIGQQHAKRALIIAASGQH 215
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NTDB id 1323 RA0C RS07335 WP 004916218.1 NIILIGPPGSGKTMLAKRIPSILPPLTLKEALETTKIHSVAGKMGAETSLMTIRPFRSPHHTISDVALVGGGSYPQPGEI 295
NTDB id 1271 LPP RS03220 WP 011213198.1 SILLSGAPGSGKTMMAKRFSTLLPELSETQALECAAINSIRGKL.PDFREWRLPPFRAPHHTASPVALVGGGNPPKPGEI 291
NTDB id 1248 GCO85 RS03150 WP 011213198.1 SILLSGAPGSGKTMMAKRFSTLLPELSETQALECAAINSIRGKL.PDFREWRLPPFRAPHHTASPVALVGGGNPPKPGEI 291
NTDB id 1110985 ACOH24 RS02490 WP 331692353.1 HLLLYGPPGTGKSMLATRLVGLLPSLCKSQAVEAATLASLSAQG.FDMRHWGRRPFRAPHHTASAAALVGGGSTPRPGEI 319
NTDB id 1153 A1552VC RS00115 WP 000521788.1 NLLFLGPPGTGKTMLASRLCDLLPEMSDEEAMETASIASLTQQE.INQHNWKLRPFRAPHHSSSMAALVGGGTIPRPGEI 291
NTDB id 1397 DSB67 RS15690 WP 005535577.1 NLLFLGPPGTGKTMLASRLCDLLPEMSDEEAMETASVASLTQSE.INEHNWKTRPFRAPHHSSSMAALVGGGSVPRPGEI 291
NTDB id 1349 HI 1117 AAC22771.1 NLLFLGPPGTGKTMLASRLTGLLPEMTDLEAIETASVTSLVQNE.LNFHNWKQRPFRAPHHSASMPALVGGGTIPKPGEI 295
NTDB id 1387 A4U84 RS06900 WP 020457569.1 NLLFLGPPGTGKTMLASRLADLLPEMEDDEAIETASVTSLVQNE.LNFQNWKKRPFRSPHHSASMVALVGGGSIPKPGEI 294
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NTDB id 1323 RA0C RS07335 WP 004916218.1 SLAHNGVLFLDEMPEFKRTVLEVMRQPLEDREVTISRAKFTVNYPASFMLVASMNPSPSGFFPDDP.NNTSSSFEMQRYL 374
NTDB id 1271 LPP RS03220 WP 011213198.1 SLAHHGVLFLDELPEFNRQVLETLREPLESGHICISRAAAQIEFPAKFQLIAAMNPCPCGQWGNSQANCMCTPDRISRYL 371
NTDB id 1248 GCO85 RS03150 WP 011213198.1 SLAHHGVLFLDELPEFNRQVLETLREPLESGHICISRAAAQIEFPAKFQLIAAMNPCPCGQWGNSQANCMCTPDRISRYL 371
NTDB id 1110985 ACOH24 RS02490 WP 331692353.1 SLAHRGVLFLDELPEFQRRVLEVLREPLELGHVTISRAGGHATFPAAFQLVAAMNPCPCGDLGHPSRNCRCTSDAVARYR 399
NTDB id 1153 A1552VC RS00115 WP 000521788.1 SLAHNGLLFLDEMPEFERKVLDSLREPLESGEIVISRAQGKTRFPARFQLVGALNPSPTGYYEG..SQARANPQSILRYL 369
NTDB id 1397 DSB67 RS15690 WP 005535577.1 SLAHNGLLFLDEMPEFDRKVLDSLREPLESGEIIISRAQGKTRFPARFQIVGALNPSPTGYYEG..NQARTNPQAILRYL 369
NTDB id 1349 HI 1117 AAC22771.1 SLATNGVLFLDELPEFERKVLDALRQPLESGEIIISRANAKIQFPARFQLVAAMNPSPTGHYTG..THNRTSPQQIMRYL 373
NTDB id 1387 A4U84 RS06900 WP 020457569.1 SLAHNGVLFLDELPEFERKVLDALRQPLESGEIIISRANAKVQFPACFQLIAAMNPSPTGHYQG..THNRTSPQQLMRYL 372
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NTDB id 1323 RA0C RS07335 WP 004916218.1 NKLSGPLLDRIDIHIEVQKVEFDQLSDK..RKGESSEIIRQRVLKAREIQQERYQDLAISYNAQMGPKEIEHFCELDEVS 452
NTDB id 1271 LPP RS03220 WP 011213198.1 AKLSAPLLDRIDMQVTIHALSQEELIKPNTHLEKQSLAIREKVTKMHEIQMARQDS....LNANLNSKTCEMVCELGSEE 447
NTDB id 1248 GCO85 RS03150 WP 011213198.1 AKLSAPLLDRIDMQVTIHALSQEELIKPNTHLEKQSLAIREKVTKMHEIQMARQDS....LNANLNSKTCEMVCELGSEE 447
NTDB id 1110985 ACOH24 RS02490 WP 331692353.1 NRLSGPLLDRIDLHVEVPALSAETFAAP..ATGERTEVVAMRVRHAQTRQLKRQGQ....LNCGLSNRALEAQCPLGPAA 473
NTDB id 1153 A1552VC RS00115 WP 000521788.1 SRLSGPLLDRFDMSIEIPALPKGTLANG.GDRGESTAAVRQRVWVARERMLARSGK....VNALLQSREIEQYCPLLKAD 444
NTDB id 1397 DSB67 RS15690 WP 005535577.1 GRLSGPLLDRFDMSLEIPALPKGTLSEG.GDRGEPTAIVKERVNQARDCMLARSGK....VNALLGSREIEAFCPLQKSD 444
NTDB id 1349 HI 1117 AAC22771.1 NRLSGPFLDRFDLSIEVPLLPQGSLQNT.GDRGETSAQVREKVLKVREIQMERAGK....INAYLNSKEIERDCKLNDKD 448
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NTDB id 1323 RA0C RS07335 WP 004916218.1 LLLIKNAMEKLNLSARAYDRILKVSRTIADLERETNIQSHHIAEAIQYRSLDRDFWKV..... 510
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