
logo MTANS IDKSKFEQFVEKLRDSDSFASEVTIDTAPATSYSYWKSVFMRQFFSKKKSTI
T
V
A
VML IGLI L IATI LI LMSF IYPMFSNKFDFNDVSDKI

VNDFSKVLR
NTDB id 1110975 ACNR93 RS08550 WP 015695758.1 MTNIDKSKFEFVELDSSASEVIDTPTYSYWKSVFRQFFSKKSTIAMLILLIAILLMSFIYPMFSNFDFNDVSDINDFSKR 80
NTDB id 477 HSISS4 RS06990 WP 021143810.1 MASIDKSKFQFVKRDDFASETIDAPAYSYWKSVMRQFFKKKSTTVMLGILIAIILMSFIYPMFSKFDFNDVSKVNDFSVR 80
NTDB id 326 STU RS16120 WP 002946409.1 MASIDKSKFQFVKRDDFASETIDAPSYSYWKSVMRQFFKKKSTVVMLGILITIILMSFIYPMFSKFDFNDVSKVNDFSLR 80
NTDB id 294 STER RS06920 WP 002946409.1 MASIDKSKFQFVKRDDFASETIDAPSYSYWKSVMRQFFKKKSTVVMLGILITIILMSFIYPMFSKFDFNDVSKVNDFSLR 80
consensus !**!!!!!!*!!**!**!!!*!!*!*!!!!!!!*!!!!*!!!!**!!**!! !*!!!!!!!!!!*!!!!!!!**!!!!*!

logo YVW
HPNSAQYWFGTDKSGNGQKSLFDGSVWYFGARNS I L I SAVIATI

F ILNMVI
V IGLLVVGLALVWGI SKATVFDKMIMI

ME IYNVI I SNLIPAFS ILL IVVMI IV
NTDB id 1110975 ACNR93 RS08550 WP 015695758.1 YVWPNSQYWFGTDKNGQSLFDGVWYGARNSILISVIATIINMVIGLVVGLLWGISKAVDKIMIEIYNVISNLPFILIVMI 160
NTDB id 477 HSISS4 RS06990 WP 021143810.1 YVHPNAQYWFGTDSNGKSLFDSVWFGARNSILIAVIATFINVVIGLVVGAVWGISKTFDMIMMEIYNIISNIPALLVVIV 160
NTDB id 326 STU RS16120 WP 002946409.1 YVHPNAQYWFGTDGNGKSLFDSVWFGARNSILIAVIATFLNVIIGLLVGAVWGISKTFDMIMMEIYNIISNIPSLLVVIV 160
NTDB id 294 STER RS06920 WP 002946409.1 YVHPNAQYWFGTDGNGKSLFDSVWFGARNSILIAVIATFLNVIIGLLVGAVWGISKTFDMIMMEIYNIISNIPSLLVVIV 160
consensus !!*!!*!!!!!!!*!!*!!!!*!!*!!!!!!!!*!!!!**!**!!!*!!**!!!!!**!*!!*!!!!*!!!*!**!*!**

logo LTYSLGSAGFWNLMI LFAFMCTI
VTGWVIG IAYSTIRVIQVIMRYRDLEYNLASRNTLGTPTI

AKIAVTVIKNLI LMPQLVSVIVTMVASQMLLPSGYF I S
NTDB id 1110975 ACNR93 RS08550 WP 015695758.1 LTYSLGSGFWNLILAFCITGWVGIAYSIRVQVMRYRDLEYNLASRTLGTPTIKIATKNLLPQLVSVIVTMVSQMLPSYIS 240
NTDB id 477 HSISS4 RS06990 WP 021143810.1 LTYSLGAGFWNMIFAMTVTGWIGIAYTIRIQIMRYRDLEYNLASRTLGTPTAKIVVKNIMPQLVSVIVTMASQLLPGFIS 240
NTDB id 326 STU RS16120 WP 002946409.1 LTYSLGAGFWNMIFAMTVTGWIGIAYTIRIQIMRYRDLEYNLASRNLGTPTAKIVIKNIMPQLVSVIVTMASQLLPGFIS 240
NTDB id 294 STER RS06920 WP 002946409.1 LTYSLGAGFWNMIFAMTVTGWIGIAYTIRIQIMRYRDLEYNLASRNLGTPTAKIVIKNIMPQLVSVIVTMASQLLPGFIS 240
consensus !!!!!!*!!!!*!*!***!!!*!!!!*!!*!*!!!!!!!!!!!!! !!!!!*!!**!!**!!!!!!!!!!*!!*!!**!!

logo YEAFLSAYFGI
LGLPVTETPSLGRL I SNDYSASQNLVTTVNAYLFWIPLATTL I LVSLPALYF IVGQNLADASDPRTHR

NTDB id 1110975 ACNR93 RS08550 WP 015695758.1 YEAFLSAFGIGLPVTEPSLGRLISNYSSNLTTNAYLFWIPLATLILVSLPLYIVGQNLADASDPRTHR 308
NTDB id 477 HSISS4 RS06990 WP 021143810.1 YEAFLSYFGLGLPVTTPSLGRLISDYAQNVTVNAYLFWIPLTTLILVSLALFIVGQNLADASDPRTHR 308
NTDB id 326 STU RS16120 WP 002946409.1 YEAFLSYFGLGLPVTTPSLGRLISDYAQNVTVNAYLFWIPLTTLILVSLALFIVGQNLADASDPRTHR 308
NTDB id 294 STER RS06920 WP 002946409.1 YEAFLSYFGLGLPVTTPSLGRLISDYAQNVTVNAYLFWIPLTTLILVSLALFIVGQNLADASDPRTHR 308
consensus !!!!!!*!!*!!!!!*!!!!!!!!*!**!*!*!!!!!!!!!*!!!!!!!*!*!!!!!!!!!!!!!!!!
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