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NTDB id 114 BSU 16110 NP 389493.1 MDQAAVCLTICRINQLLSPSLLLKWWKADPSMSLTSPVLQ.......TVTRDQIK.AAALK...NEIEQFYPKLPRVLAA 69
NTDB id 599 KW2 RS05940 WP 021037268.1 ...............MITNFDLFRWKKAGMTNLGVNKLLKFFRKYDRKISLRQMGQVAQVKSIPNFIEQYK.NQDVKKLR 64
NTDB id 525 SMSK321 RS06295 WP 000705298.1 ..............MKITNYEIYKLKKSGLTNQQILKVLEYGENVDQELLLGDIADISGCRNPAVFMERYF.QIDDAHLE 65
NTDB id 497 SM12261 RS05565 WP 000705318.1 ..............MKITNYEIYKLKKSGLTNQQVLAVLEYGENVDQELLLGDIAEISGCRNPAVFMERYF.QIDDAHLE 65
NTDB id 267 KZH43 RS05590 WP 000705306.1 ..............MKITNYEIYKLKKSGLTNQQILKVLEYGENVDQELLLGDIADISGCRNPAVFMERYF.QIDDAHLS 65
NTDB id 226 SPD RS05990 WP 000705306.1 ..............MKITNYEIYKLKKSGLTNQQILKVLEYGENVDQELLLGDIADISGCRNPAVFMERYF.QIDDAHLS 65
NTDB id 192 SPR RS05715 WP 000705306.1 ..............MKITNYEIYKLKKSGLTNQQILKVLEYGENVDQELLLGDIADISGCRNPAVFMERYF.QIDDAHLS 65
NTDB id 157 SP RS06205 WP 000705306.1 ..............MKITNYEIYKLKKSGLTNQQILKVLEYGENVDQELLLGDIADISGCRNPAVFMERYF.QIDDAHLS 65
NTDB id 1110947 ACNR93 RS04590 WP 420544043.1 ................MNNFELFKLKQAGLTNLNILALLDYQSKQEKSLSLRDMAVVSKCKNPILFMEKYK.SLDSKSLR 63
NTDB id 407 SMU RS04605 WP 002262865.1 ................MDNFQLFKLKKAGLTNLNILNIIDYEERTQKSLSLRDMAVVSKNKKPLIFMEHYK.NLDSKALR 63
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NTDB id 114 BSU 16110 NP 389493.1 YREQGINTIPISSKQYPFWLKSIYDPPAVLFAKGDMTLLSKGRKIGIVGTRNPTAYGKQVVNHLTKEICRKGWVIVSGLA 149
NTDB id 599 KW2 RS05940 WP 021037268.1 ADYKKFSSFSILDDLYPERLREIYNPPVLIFYQGNIDLLKN.PKLAFVGSRLAGQSGIKSVQKIVTEL.NQSFTIVSGLA 142
NTDB id 525 SMSK321 RS06295 WP 000705298.1 KEFKKIPSFSILDDCYPWDLSEIYDAPVLLFYKGNLDLLKF.PKVAVVGSRSCSKQGAKSVEKIIQGL.ENELVIVSGLA 143
NTDB id 497 SM12261 RS05565 WP 000705318.1 KEFQKFPSFSILDDCYPWDLSEIYDAPVLLFYKGNLDLLKF.PKVAVVGSRACSKQGAKSVEKVIQGL.ENELVIVSGLA 143
NTDB id 267 KZH43 RS05590 WP 000705306.1 KEFQKFPSFSILDDCYPWDLSEIYDAPVLLFYKGNLDLLKF.PKVAVVGSRACSKQGAKSVEKVIQGL.ENELVIVSGLA 143
NTDB id 226 SPD RS05990 WP 000705306.1 KEFQKFPSFSILDDCYPWDLSEIYDAPVLLFYKGNLDLLKF.PKVAVVGSRACSKQGAKSVEKVIQGL.ENELVIVSGLA 143
NTDB id 192 SPR RS05715 WP 000705306.1 KEFQKFPSFSILDDCYPWDLSEIYDAPVLLFYKGNLDLLKF.PKVAVVGSRACSKQGAKSVEKVIQGL.ENELVIVSGLA 143
NTDB id 157 SP RS06205 WP 000705306.1 KEFQKFPSFSILDDCYPWDLSEIYDAPVLLFYKGNLDLLKF.PKVAVVGSRACSKQGAKSVEKVIQGL.ENELVIVSGLA 143
NTDB id 1110947 ACNR93 RS04590 WP 420544043.1 QIFNQYPSISILDDEYPIELKNCYNPPVLLFYQGNVDLLKR.PKMAVVGARTASQTGTKSVQKIVSEL.GNQFVIVSGLA 141
NTDB id 407 SMU RS04605 WP 002262865.1 KEFNRFPSLSILDKEYPLELKNIYNPPVLLFYQGDLDLLAR.PKLAVVGSRNASQMGVAAVKKIIQDL.SKQFVIISGLA 141
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NTDB id 114 BSU 16110 NP 389493.1 SGIDGMSHAASIKAKGRTIGVIAGGFQHIYPRENLQLADHMAKHHILLSEHPPETKPQKWHFPMRNRIISGLSEGVIVVQ 229
NTDB id 599 KW2 RS05940 WP 021037268.1 KGIDTASHLSAIKTKTPTIAVIGTGLDIFYPLENRKIQEYLAKYQLVLSEYSLGEKPLKYHFPERNRIIAGLSRGVVVVE 222
NTDB id 525 SMSK321 RS06295 WP 000705298.1 KGIDTAAHMAALQNGGKTIAVIGTGLDVFYPKANKRLQDYISNDHLVLSEYGPGEQPLKFHFPARNRIIAGLCRGVIVAE 223
NTDB id 497 SM12261 RS05565 WP 000705318.1 KGIDTAAHMAALQNGGKTIAVIGTGLDVFYPKANKRLQDYIGNDHLVLSEYGPGEQPLKFHFPARNRIIAGLCRGVIVAE 223
NTDB id 267 KZH43 RS05590 WP 000705306.1 KGIDTAAHMAALQNGGKTIAVIGTGLDVFYPKANKRLQDYIGNDHLVLSEYGPGEQPLKFHFPARNRIIAGLCRGVIVAE 223
NTDB id 226 SPD RS05990 WP 000705306.1 KGIDTAAHMAALQNGGKTIAVIGTGLDVFYPKANKRLQDYIGNDHLVLSEYGPGEQPLKFHFPARNRIIAGLCRGVIVAE 223
NTDB id 192 SPR RS05715 WP 000705306.1 KGIDTAAHMAALQNGGKTIAVIGTGLDVFYPKANKRLQDYIGNDHLVLSEYGPGEQPLKFHFPARNRIIAGLCRGVIVAE 223
NTDB id 157 SP RS06205 WP 000705306.1 KGIDTAAHMAALQNGGKTIAVIGTGLDVFYPKANKRLQDYIGNDHLVLSEYGPGEQPLKFHFPARNRIIAGLCRGVIVAE 223
NTDB id 1110947 ACNR93 RS04590 WP 420544043.1 RGIDTSAHISALKNGGATIAVIGCGLDVHYPKENKLLQEYLGKNHLILSEYAVGEAPLKFHFPERNRIIAGLSQGVIVAE 221
NTDB id 407 SMU RS04605 WP 002262865.1 RGIDTAAHLASLKSGGATIAVIGTGLDVHYPKENRRLQDYIAKNHLLLSEYEAQSQPLKYHFPERNRIIAGLSQGVMVAE 221
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NTDB id 114 BSU 16110 NP 389493.1 GKEKSGSLITAYQALEQGREVFAVPGSLFDPYAGGPIKLIQQGAKAIWSAEDIFEELPERNVQYTEPF 297
NTDB id 599 KW2 RS05940 WP 021037268.1 AKLRSGSLITCERALEEGRDIFAIPGNIADGTSDGCNHLIQQGAKLVYQAQDILEEYLYN........ 282
NTDB id 525 SMSK321 RS06295 WP 000705298.1 AKMRSGSLITCERAMEEGRDVFAIPGSILDGLSDGCHHLIQEGAKLVTSGQDVLAEFEF......... 282
NTDB id 497 SM12261 RS05565 WP 000705318.1 AKMRSGSLITCERAMEEGRDVFAIPGSILDGLSDGCHHLIQEGAKLVTSGQDVLAEFEF......... 282
NTDB id 267 KZH43 RS05590 WP 000705306.1 AKMRSGSLITCERAMEEGRDVFAIPGSILDGLSDGCHHLIQEGAKLVTSGQDVLAEFEF......... 282
NTDB id 226 SPD RS05990 WP 000705306.1 AKMRSGSLITCERAMEEGRDVFAIPGSILDGLSDGCHHLIQEGAKLVTSGQDVLAEFEF......... 282
NTDB id 192 SPR RS05715 WP 000705306.1 AKMRSGSLITCERAMEEGRDVFAIPGSILDGLSDGCHHLIQEGAKLVTSGQDVLAEFEF......... 282
NTDB id 157 SP RS06205 WP 000705306.1 AKMRSGSLITCERAMEEGRDVFAIPGSILDGLSDGCHHLIQEGAKLVTSGQDVLAEFEF......... 282
NTDB id 1110947 ACNR93 RS04590 WP 420544043.1 AKMRSGSLITCERALEEGRDVFAIPGNILDGKSDGCHHLIKEGAKCITSGMDVLSEYQL......... 280
NTDB id 407 SMU RS04605 WP 002262865.1 AKIRSGSLITCERAMEEGRDVFVVPGNILDGQSEGCHHLIQEGAKCITSGFDILNEFNF......... 280
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