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NTDB id 1110835 ACNQK5 RS12960 WP 002778011.1 ..MTFSSKKTRAVALRNYFSPFGNKLVQSGYIGAEQMQQALVETRKSGRSLVEILQKLTGRPLPPDLQRQYKKNQLFELK 78
NTDB id 1410 SGL RS13950 WP 010873519.1 MTSSSSSKKSRAVALRNYFSPFGNKLVAGGHVDAEQLRQALVQVKKTGRSLPEELKAVTGRELSPELLRQYKKNQLFELK 80
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NTDB id 1110835 ACNQK5 RS12960 WP 002778011.1 ILYGVESLDPELSDVDGLEIARLIDSLIPIDLCRRYRLIPLRRIEGEPAAILIAMVDPDNLEATDDINRILRPRDLGLQR 158
NTDB id 1410 SGL RS13950 WP 010873519.1 VLYGVDSVDPEVAPIATQQMAELIGRFFPLDTCRRFKFLPLAQQEGDPPSVLVAMVDPDNLAAQDELNRILRVKGFELRR 160
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NTDB id 1110835 ACNQK5 RS12960 WP 002778011.1 LVIAGEDYERLLEKFHSAQSELEREKARLQKEKELEKLSDLTDIVGSLDLTSGVANDEVADDLGEGDANQAPVINLVNKI 238
NTDB id 1410 SGL RS13950 WP 010873519.1 LVVTQDDFNQLLEQYYAIREEWEAAQEKRDQERALDKLNDLTDIVGSIDMNLGEDKEDVDNALDSNDANQAPVINLVNKI 240
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VEPQEEFTLKR IRFRKDGVLHNQAFDEPLPKRKIATPAVTVARFKIMADLMDIASERRLSPQDGKIRR I
MYQGRKVDF

NTDB id 1110835 ACNQK5 RS12960 WP 002778011.1 IAKALQEGSSDIHIEPQEEFLKIRFRKDGVLHQAFEPLPKKIAPAVTARFKIMADLDISERRLPQDGKIRRMYQGRKVDF 318
NTDB id 1410 SGL RS13950 WP 010873519.1 LAKALQEGTSDIHVEPQEETLRIRFRKDGVLNQAFDPLPRKITPAVVARFKIMADMDIAERRSPQDGKIRRIYQGRKVDF 320
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logo RVNTLPSRYGEKVCLR I LDNSATQLGLDFKL ITDNPRENTLQI
TVRDELMAASRPFYGLLMLVTGPTGSGKSTTLYSVLAERNHSPEGVNINS

NTDB id 1110835 ACNQK5 RS12960 WP 002778011.1 RVNTLPSRYGEKVCLRILDNSATQLGLDKLITDRNTLQIVRDMASRPFGLLLVTGPTGSGKSTTLYSVLAERNHPGVNIS 398
NTDB id 1410 SGL RS13950 WP 010873519.1 RVNTLPSRYGEKVCLRILDNSATQLGLDFLITNPETLQTVRELAARPYGLMLVTGPTGSGKSTTLYSVLAERNSPEVNIN 400
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logo TAEDP I EYASLPGITQVQI
V IREKGMDFASNS I LRAFLMRQDPDVI LVGETRDKRETAKTAVI EAALTGHLVLTTLHTNDAAGAIAVR

NTDB id 1110835 ACNQK5 RS12960 WP 002778011.1 TAEDPIEYSLPGITQVQIIREKGMDFASILRAFLRQDPDVILVGETRDRETAKTVIEAALTGHLVLTTLHTNDAAGAIVR 478
NTDB id 1410 SGL RS13950 WP 010873519.1 TAEDPIEYALPGITQVQVIREKGMDFSNILRAFMRQDPDVILVGETRDKETAKTAIEAALTGHLVLTTLHTNDAAGAIAR 480
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VAYHPSKQEELASRFGLSAASGNDEEQEVVTFYKANSTLSTMPDEE IHQLQARKQKQGNLCLQK
NTDB id 1110835 ACNQK5 RS12960 WP 002778011.1 LDKMGIEPFMISGSLLGILAQRLVRRVCTQCRVAYHPSQEELARFGLSAANEQEVTFYKANTLTMEEIQQARKQGNLCLK 558
NTDB id 1410 SGL RS13950 WP 010873519.1 LDEMGVEPFMVSGSLLGVLAQRLMRKVCTECRIAYHPSKEELSRFGLSASGDEVVTFYKANSLSPDEIHLARQKGNLCQK 560
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logo CASGSGYKDGR I
VGVYEVMQRNSER IAQEQL INQGATTDRS IKDEACAVDEEGMI

VTLLAYSLNLVQREGYTTLEEVERVTFLTDSTGLEASELMKR
NTDB id 1110835 ACNQK5 RS12960 WP 002778011.1 CAGSGYKDRIGVYEVMQNSERIQQLINQGATTDSIKEAAVDEGMVTLLAYSLNLVREGYTTLEEVERVTLTDSGLEAELK 638
NTDB id 1410 SGL RS13950 WP 010873519.1 CSGSGYKGRVGVYEVMRNSERIAELINQGATTDRIKDCAVEEGMITLLAYSLNLVQEGYTTLEEVERVTFTDTGLESEMR 640
consensus ! !!!!! !*!!!!!! !!!!! !!!!!!!!! !!**!!*!!!*!!!!!!!!!! !!!!!!!!!!!!! !!*!!! !**

logo AKRKSAGL ITCRSGTCARAELQPQEWLDCPYCMTPSRFSY
NTDB id 1110835 ACNQK5 RS12960 WP 002778011.1 AKRKSGLICSGCRAELQPEWLDCPYCMTPRFSY 671
NTDB id 1410 SGL RS13950 WP 010873519.1 AKRKSALTCRTCAAELQQEWLDCPYCMTSRFS. 672
consensus !!!!!*! ! ! !!!!*!!!!!!!!!!*!!!*
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