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N%k DLIEE i AT KA S | NIDAS rRA'I (ShAN 5R
NTDB id 1110580 ACNO8SA RS01185 WP 311897334.1
NTDB id 381 SMU RS09890 WP 002262650.1 . . AS)N DLQSLYHGDIK T YR]YS
NTDB id 425 SGO RS10525 WP 012131081.1 . E - NG LEKYDVITK DDEI S
NTDB id 539 SM12261 RS09395 WP 000681587.1 . NGHLEKYDVITKVDDKEIASSTDLQSALYNHSIGDTIKITYYRNG
NTDB id 256 KZH43 RS10270 WP 000681597.1 . NGHLEKYDVITKVDDKEIASSTDLQSALYNHSIGDTIKITYYRNG
NTDB id 215 SPD RS10945 WP 000681597.1 . NGHLEKYDVITKVDDKEIASSTDLQSALYNHSIGDTIKITYYRNG
NTDB id 181 SPR RS10425 WP 000681597.1 . NGHLEKYDVITKVDDKEIASSTDLQSALYNHSIGDTIKITYYRNG
NTDB id 145 SP RS11450 WP 000681597.1 . NGHLEKYDVITKVDDKEIASSTDLQSALYNHSIGDTIKITYYRNG
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NTDB id 1110580 ACNO8A RS01185 WP 311897334.1 415
NTDB id 381 SMU RS09890 WP 002262650.1 402
NTDB id 425 SGO RS10525 WP 012131081.1 397
NTDB id 539 SM12261 RS09395 WP 000681587.1 393
NTDB id 256 KZH43 RS10270 WP 000681597.1 393
NTDB id 215 SPD RS10945 WP 000681597.1 393
NTDB id 181 SPR RS10425 WP 000681597.1 393
NTDB id 145 SP RS11450 WP 000681597.1 393
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