
logo MKTRNQRSHKGVI FLIASRRIQI
F
L
G
I
S
V
I
L
M

A
S
I
G
T
A
L
L
W
V
S
A
Y
A
I
S
A
L
M
I
F
S
M
A
L
M
S
Q
V
P
A
V
Y
A
L
S
L
Q
K
A
A
D
Q
A
N
V
A
D
N
S
I
M
L
E
K
I
T
K
T
S
N
I
L
V
D
K
V
P
V
A
L
M
N
A
P
Q

I
L
A
P
E
G
D
N
Q
G
R
I
T
V
R
E
L
I
D
K
R
F
L
V
S
M
QFDSNAEKGLPLVPAKPQALQPARQGSAFYI

T
Q
I
L
T
Q
E
K
N
QPPSAR I

L
A
V
I LDLF IPDGSKTVAGTDQNSMQGKQI

L
G
A
K
P

SDKT
Q

NTDB id 1257 GCO85 RS04855 WP 163621000.1 MRKIIAILILI..SASLSLAYSKDNSLISVKVLPLPENRVRIDFQFSKPLKQLPASFITQKPPRLVLDFISTDMQIPSDQ 78
NTDB id 1284 ACE17W RS12370 WP 010946666.1 MRKIIAILILI..SASLSMAYSKDNSLISVKVLPLPENRVRIDFQFSKPLKQLPASFITQKPPRLVLDFISTDMQIPSDQ 78
NTDB id 1009 ACIAD RS15175 WP 004923730.1 MKQIIRQFSIGTVAYAIMQVASAQVAITNVVPMNIPGQGTEIRVMFNGLPP.QPQAYQLEQPARLILDFDKAGQKLA..K 77
NTDB id 1039 H0N27 RS01460 WP 031993779.1 MNHVFRQFSMGAVAIAIMQAASAQVSMTNIVPMQIAGQGTEIRVMFNGLPP.QPQAYQLENPSRLILDFDKAQQGLK..Q 77
NTDB id 1052 ABD1 RS15850 WP 001017033.1 MNHVFRQFSMGAVAIAIMQAASAQVSMTNIVPMQIAGQGTEIRVMFNGLPP.QPQAYQLENPSRLILDFDKAQQGLK..Q 77
NTDB id 1110576 ACOC81 RS24995 WP 162999985.1 MTRILSIIGVSLW.IAMMSPVLQAANLKTLDVAALPGDRIELKLSFDAPVP.APRGYTTEQPARIALDLPGVTSQLA..T 76
NTDB id 1193 PAKAF RS26665 WP 003161249.1 MNSGLSRLGIALL.AAMFAPALLAADLEKLDVAALPGDRVELKLQFDEPVA.APRGYTIEQPARIALDLPGVQNKLG..T 76
consensus ! ** * ** * *** *** ** * ** ********** ! **** ! ** ***! !**!!* * * *

logo

S
K
L
N
S
K
T

K
R
I
D
E
P
S
T

I
L
V
G
S
T
A
Q

A
V
L
T
N
G
N
S
E
T
L
A
H
R
SS IYVTVNDI

V
S
T
V
E
Q
A
S
A
V
D
K
Q
G
D
K
Q
DRASTVRAVLVTI ILVENLDTKRTDTALSSVGPASFYSTSGTSRTVDAEGSNI

N
T
V

L
Y
F
F
S
I
V
LKVVLIGNQGNSGISAKAPSQSANTAGTDSLNAQSFAVEASNQSPTKATEPTAVKAGAASTKRPALVAPATVPSPYAPQTPAIKSFAPIKRTNP

NTDB id 1257 GCO85 RS04855 WP 163621000.1 KTKTIQLGSLHSYNIVAVGDRVRAILELDRSVSYSGSTAGSVYSLVLNGKSNDLFENSKE.......V........FITN 143
NTDB id 1284 ACE17W RS12370 WP 010946666.1 KTKTIQLGSLHSYNIVAVGDRVRAILELDRSVSYSGSTAGSIYSLVLNGKSNDLFENSKE.......V........FITN 143
NTDB id 1009 ACIAD RS15175 WP 004923730.1 SLIPVTTNEASSIDVSSDDKRARVVVNLKDAGAFTTRVEGNVFILKINNIQSTA...........TPVAT.......... 136
NTDB id 1039 H0N27 RS01460 WP 031993779.1 SKISVATNEASSVDVTSDDQRSRLTVNLKDTGAFTTRVEGNTFILKINSAQTSN...........KPLPV.......... 136
NTDB id 1052 ABD1 RS15850 WP 001017033.1 SKISVATNEASSVDVTSDDQRSRLTVNLKDAGAFTTRVEGNTFILKINSAQTSN...........KPLPV.......... 136
NTDB id 1110576 ACOC81 RS24995 WP 162999985.1 KSRDLGAGNARSVVVVQAQDRTRVIINLTTLSPYSSRVDGNNLFVVIGQGAAAAQASQPTTAKGAARVAVPPPTPASARP 156
NTDB id 1193 PAKAF RS26665 WP 003161249.1 KNRELSVGNTRSVTVVEAKDRTRLIINLTTLSSYTTRVEGNNLFVVVGNSPAGASVASTAPVKA.SPAPASYAQPIKPKP 155
consensus * *** * * !* ** *!*!****! ******!* * **** **

logo

S
Q
V
Y

A
S
V
V
P
N
A
P
A
G
Q

Q
V
K
P

H
R
Q
A
E
G
V
I
G
K
R
S

R
N
V
IGDFRQGR I

G
A
S
E
L
K
Q
Q
G
G
EGNRLVLVVIDVLQLSNDGAPSTSTGNLITASPAPIVDI

V
T
Q
E
Q
V
QGGKSEKVIRVLIVDNRTFPAILKNGI

TQKLIPDLTAPNHLMRAKVRRYLNDTVTKNSDFHASTPVASQFISVINSTDSMASTQYAQNQSEDSKGSDGK
NTDB id 1257 GCO85 RS04855 WP 163621000.1 QVVNAKHEIKRIDFRGIEKQGGRVLIDVSDTGIPIDVTQVGKEIVVNFLNTKIPLNLMKRYDVSDFHSPVQIITMQQEGK 223
NTDB id 1284 ACE17W RS12370 WP 010946666.1 QVVNAKHEIKRIDFRGIEKQGGRVLIDVSDTGIPIDVTQVGKEIVVNFLNTKIPLNLMKRYDVSDFHSPVQIITMQQEGK 223
NTDB id 1009 ACIAD RS15175 WP 004923730.1 SAPAPQQGIGNIGFQRGAQGEGLVVIDLQGTNTPVDVQQQGSKVVVRFPGIKIPTHLARRLNTTDFATPVASIDSYNDGS 216
NTDB id 1039 H0N27 RS01460 WP 031993779.1 VS.AQPQGVSNIGFQRGSQGEGLVVVDLLGSNTPVDVQQQGSKVVIRTIGTKIPTHLARRLNVNDFATPVSSIDAYNDKG 215
NTDB id 1052 ABD1 RS15850 WP 001017033.1 VS.AQPQGVSNIGFQRGSQGEGLVVVDLLGSNTPVDVQQQGSKVVIRTIGTKIPTHLARRLNVNDFATPVSSIDAYNDKG 215
NTDB id 1110576 ACOC81 RS24995 WP 162999985.1 YVPAGVRAIRNVDFQRGELGEGNVVIDLSNASIAADIQEQGGKIRVDFAKTQLPDPLRVRLDVKDFATPVQFVSATASGD 236
NTDB id 1193 PAKAF RS26665 WP 003161249.1 YVPAG.RAIRNIDFQRGEKGEGNVVIDLSDPTLSPDIQEQGGKIRLDFAKTQLPDALRVRLDVKDFATPVQFVNASAQSD 234
consensus * ** ******!**** **! !**!** * ***!****! **** ** ***! ! *!*** !!**!!* * * ***

logo

N
R
V
K
A
T
V
G
R
S
V
M
I
S
TI ELQPSTKSGALDSFYDGEHYLSFMVAFYQTVADNEKNRQKFLMTVIDS ILVRFKRPMLPQTNTADNKEDEAINVDEVRLQRTNARSASLKAKLYNDKNTKFPQANVFYSTGENKRKI

LSLDNFQNDIDSE I
VRASRVLQL ILADFTDNGLINLMVTVAASDKTSV

NTDB id 1257 GCO85 RS04855 WP 163621000.1 KVRMTILSKGDYGHFVYQVNKQFMVDVFPLTAEEIRQAKLKKQVFTGKRISLNFQNISIRAVLQLLADFTGINMVVSDKV 303
NTDB id 1284 ACE17W RS12370 WP 010946666.1 KVRMTILSKGDYGHFVYQVNKQFMVDVFPLTAEEIRQAKLKKQVFTGKRISLNFQNISIRAVLQLLADFTGINMVVSDKV 303
NTDB id 1009 ACIAD RS15175 WP 004923730.1 NGVISIQSTGSYEYMAYQAENKLTISLKRPQDN.VRLNSKNNQNYTGKKISLDFQDIEVRRVLQLLADFTNINMVTADSV 295
NTDB id 1039 H0N27 RS01460 WP 031993779.1 VGVITIQSSGSYEYMAYQAENKLTISLKRPQDK.NVTSLYKTPNYSGNKLSLDFQDIEVRRVLQLLADFTGINMVAADSV 294
NTDB id 1052 ABD1 RS15850 WP 001017033.1 VGVITIQSSGSYEYMAYQAENKLTISLKRPQDK.NVTSLYKTPNYSGNKLSLDFQDIEVRRVLQLLADFTGINMVAADSV 294
NTDB id 1110576 ACOC81 RS24995 WP 162999985.1 KASISIEPSGAFDYSAFQTENKLTISVRPLTNEDVDRRAADKPVYTGEKLSLNFQDIDVRSVLQLIADFTNLNLVASDTV 316
NTDB id 1193 PAKAF RS26665 WP 003161249.1 RTSITIEPSGLYDYLVYQTDNRLTVSIKPMTTEDAERRKKDNFAYTGEKLSLNFQDIDVRSVLQLIADFTDLNLVASDTV 314
consensus ** **! **! ******! ************ *** * **! **!!*!!*!**! !!!!*!!!!**!*!**!*!



logo QGGDNITLHRLNQKNDI
VPWDQALDLIVI LTKTQKNGLDKRKRLVKNGSNVLMIWLVIDATPAKVSDASE I

M
L
A
D
I
A
K
S
A
M
REREDQEQEALEKSAI

L
V
Q
K
Q
A
T
Q
S
I
T
A
E
V

E
KLEAP I

LQRRSTDEYLLI LQI
V
L
K
NYAKAGADI EMAGVK

NTDB id 1257 GCO85 RS04855 WP 163621000.1 QGDITLRLNDIPWDQALDIILTTQGLDKRRKGNVMLIDTKASMDKMEEEQLKSQQTIEKLEPIRSDLIQINYAKAADIAV 383
NTDB id 1284 ACE17W RS12370 WP 010946666.1 QGDITLRLNDIPWDQALDIILTTQGLDKRRKGNVMLIDTKASMDKMEEEQLKSQQTIEKLEPIRSDLIQINYAKAADIAV 383
NTDB id 1009 ACIAD RS15175 WP 004923730.1 QGNITLHLKDVPWDQALDIILKTKNLDKRRNGNVIWIAPVSELIKSEEDEAKAIAQSTKLAPLQTEYILLKYAKAADIEK 375
NTDB id 1039 H0N27 RS01460 WP 031993779.1 QGNITLRLKDVPWDQALDIILKTKNLDKRRNGNVIWIAPVAELIKAEEEEAKAVAQSVKLAPLQTEYIQLKYAKAGDIMG 374
NTDB id 1052 ABD1 RS15850 WP 001017033.1 QGNITLRLKDVPWDQALDIILKTKNLDKRRNGNVIWIAPVAELIKAEEEEAKAVAQSVKLAPLQTEYIQLKYAKAGDIMG 374
NTDB id 1110576 ACOC81 RS24995 WP 162999985.1 QGGITLRLQNVPWDQALDLVLKTKGLDKRKVGSVLLVAPADEIAARERQELESLKQIAELAPLRRELLQVNYAKAADIAK 396
NTDB id 1193 PAKAF RS26665 WP 003161249.1 QGNITLRLQNVPWDQALDLVLKTKGLDKRKLGNVLLVAPADEIAARERQELEAQKQIAELAPLRRELIQVNYAKAADIAK 394
consensus !!*!!!*!***!!!!!!!**!*!**!!!!* !*!***** *** * !******* ** *!*!*********!!!!*!!*

logo LFIKQTDSQKVGRQSTSNADSNEGSGTNQSGNLSQNHTSGGGTSTSTNGLSNATTGVEDPSLGDNSNVENGGTSKLAELDGSEGDPRGKSTI STLQVDEPADRTNNSTLIWIAIQYNQDPTSAGQDETQRSKLI EDQELVIRERKI
L
M
V
I
K
S
D
L
QLDVIQPVRK

NTDB id 1257 GCO85 RS04855 WP 163621000.1 LIKDKQ...............................NSLLSDRGKISVDARTNTIWIQDTGTKIEEVRELIKQLDIPVK 432
NTDB id 1284 ACE17W RS12370 WP 010946666.1 LIKDKQ...............................NSLLSDRGKISVDARTNTIWIQDTGTKIEEVRELIKQLDIPVK 432
NTDB id 1009 ACIAD RS15175 WP 004923730.1 LITQGRNSGTSNSN.........TNGSATVEPLGDSVGTLLSPRGTISLDPRTNTLIINDTSQKIDQIRKMIDLLDIPVK 446
NTDB id 1039 H0N27 RS01460 WP 031993779.1 LITQGSNNSNGLQHTSGGGTSTSTNLNTGVDSLGNNVGSLLSPRGTITQDDRTNTLIINDTAQSIDQIRKMIDLLDVQVK 454
NTDB id 1052 ABD1 RS15850 WP 001017033.1 LITQGSNNSNGLQHTSGGGTSTSTNLNTGVDSLGNNVGSLLSPRGTITQDDRTNTLIINDTAQSIDQIRKMIDLLDVQVK 454
NTDB id 1110576 ACOC81 RS24995 WP 162999985.1 LFQSVTSAE.............................SKADERGSITVDERTNNIIAYQTQDRLDELRRIVSQLDIPVR 447
NTDB id 1193 PAKAF RS26665 WP 003161249.1 LFQSVTSDGGQ..........................EGKEGGRGSITVDDRTNSIIAYQPQERLDELRRIVSQLDIPVR 448
consensus !* * **** !!*!**!*!!!******** *****!*** *!!**!*

logo QVLMVI EAR IVREVANSTKVTGDSYFDTSQKQSDEMILG I
V
K
RWGGVIARSLTYRSDHPQKRTGGSHINRLTQNNSNKNW

L
S
L
G
S
V
Y
GTGKLSDEDGTANTI

LWGNI
L
K
R
D
N
E
E
PDKSGK

N

M
N
E
D
E
N
L
C
AGRNPE

G

I
TTAPGSAGCGNYKT

V

F
V
Y
P
T
L
T
I
G
T
E
G
N
R
N
T
R
S
L
K
T
N
R
A
S
L
P
N
P
D
I
S
L
N
A
P
L
A
F
N
A
VPDL

NTDB id 1257 GCO85 RS04855 WP 163621000.1 QVLIEARIVEVTKDFSQDIGIRWGVSRPTHL......SGTLEGA........NELARGTAPANVVPLERRLNLDLAAVPL 498
NTDB id 1284 ACE17W RS12370 WP 010946666.1 QVLIEARIVEVTKDFSQDIGIRWGVSRPTHL......SGTLEGA........NELARGTAPANVVPLERRLNLDLAAAPL 498
NTDB id 1009 ACIAD RS15175 WP 004923730.1 QVMIEARIVRATTSFSKEMGVKWGILSQGINQNSNLLVGGSETTLWNLRNPDSN........GTYTIE...RPDNLNVDL 515
NTDB id 1039 H0N27 RS01460 WP 031993779.1 QVMVEARIVRASTSFTKELGVKWGILSQGITNNNNLLVGGSETTLWNLREPKKD...ETTGGYKYTIE...RPDNLNVDL 528
NTDB id 1052 ABD1 RS15850 WP 001017033.1 QVMVEARIVRASTSFTKELGVKWGILSQGITNNNNLLVGGSETTLWNLREPKKD...ETTGGYKYTIE...RPDNLNVDL 528
NTDB id 1110576 ACOC81 RS24995 WP 162999985.1 QVMIEARIVEANVDYDKQIGVRWGGRTDRSR...KWSVGGLDDN........GDEAGN........TGNNLTANIPFVDL 508
NTDB id 1193 PAKAF RS26665 WP 003161249.1 QVMIEARIVEANVGYDKSLGVRWGGAYHKG....NWSGYGKDGNI.GIKDEDGMNCGPIAGSCTFPTTGTSKSPSPFVDL 523
consensus !!**!!!!!*** *****!**!!* * * *** * * ** * * * * ** * * **!

logo

T
G
A
G
V
K
P
T
A
S

D
N
T
T
A
P
G
AS
T
A
A
G
S
V

S
G
V
IGAI

L
F
A
G
F
K
L
L
I
SLMN
T

N
D
S
D
N
A
F
I
I
L
MLDLQELSAMLQEKSAETDGNRYAGE I

L
V
V
I SQSTPRKLVI

V
M
S
TSTANDQKEQKATAVKVI ELAKSTGSTVEQQE I

VPYQSESATSTNSSAGAGSTATSATVTASFKDKEA
NTDB id 1257 GCO85 RS04855 WP 163621000.1 TGATPASVGIALAKL.NDNILLDLELSALESEGRAELISSPRLITTNQQAAVIESGEEIPYQEATSSGA...TAVAFKKA 574
NTDB id 1284 ACE17W RS12370 WP 010946666.1 TGATPASVGIALAKL.NDNILLDLELSALESEGRAELISSPRLITTNQQAAVIESGEEIPYQEATSSGA...TAVAFKKA 574
NTDB id 1009 ACIAD RS15175 WP 004923730.1 GVTTTGASSIAFGLISLSDFMLDLELSALQADGYGEVISTPKVMSADKQKAKVATGVEVPYQSTTNSAAGSTATTSFKEA 595
NTDB id 1039 H0N27 RS01460 WP 031993779.1 GVSNP.AGSIAFGLISMSDFMLDLELSALQADGYGEVISTPKVMTADKQTAKVATGQQVPYQSTTNSAAGSTATTSFKDA 607
NTDB id 1052 ABD1 RS15850 WP 001017033.1 GVSNP.AGSIAFGLISMSDFMLDLELSALQADGYGEVISTPKVMTADKQTAKVATGQQVPYQSTTNSAAGSTATTSFKDA 607
NTDB id 1110576 ACOC81 RS24995 WP 162999985.1 GAPDA.TAGVGIGFL.TNNALLDLELSAMEKTGNGEIVSQPKVVTSDKETAKILKGTEIPYQESSSSGA...TTVSFKEA 583
NTDB id 1193 PAKAF RS26665 WP 003161249.1 GAKDA.TSGIGIGFI.TDNIILDLQLSAMEKTGNGEIVSQPKVVTSDKETAKILKGSEVPYQEASSSGA...TSTSFKEA 598
consensus ** * * ***** * * *!!!*!!!** *! *!**!*!*********!** *! **!!!****!*! ****!!*!



logo

A
S
V
LLSLKNEVTPNSQITPDNGRKI IQLVMDKEVLNDKQVIANSTNQKDAETS IVPNADSSGPYLQYANQMTALQVFPLNGEVALPAPI LIKINTKKNTNEVIQNATKNI

VL IVSDNDNGQETVI IV I
LGGI

V
Y
F
K
S
E
N
Q
E
D
T
K
Q
T
M
S
N
N
K
A
S
V
I
Q
V
E
N
T
R
K
I
VPFLFGEDVILP

NTDB id 1257 GCO85 RS04855 WP 163621000.1 VLSLKVTPQITPDGKILMDLQINQDTPSP.QTFLGVPAIITKEIQTNVLVNNGQTIVLGGIYKQDKNKVINRIPFFGELP 653
NTDB id 1284 ACE17W RS12370 WP 010946666.1 VLSLKVTPQITPDGKILMDLQINQDTPSP.QTFLGVPAIITKEIQTNVLVNNGQTIVLGGIYKQDKNKVINRIPFFGELP 653
NTDB id 1009 ACIAD RS15175 WP 004923730.1 LLSLEVTPNITPDGKILMELNIANDSINS.YAQNGEAILNKNTINTNVLVNNGETVVLGGVFEQTTNNAVTKVPFLGDLP 674
NTDB id 1039 H0N27 RS01460 WP 031993779.1 LLSLNVTPSITPDGKIQMKLDISKDSVAG.AAPNGELILNKNNINTNVLVDNGETVILGGVFEQTTMNSQTKVPFFGDIP 686
NTDB id 1052 ABD1 RS15850 WP 001017033.1 LLSLNVTPSITPDGKIQMKLDISKDSVAG.AAPNGELILNKNNINTNVLVDNGETVILGGVFEQTTMNSQTKVPFFGDIP 686
NTDB id 1110576 ACOC81 RS24995 WP 162999985.1 SLSLEVTPQITPDNRIIMEVKVTKDEPDYLNAVLGVPPIKKNEVNAKVLISDGETIVIGGVFSNTQSKVVEKVPFLGDVP 663
NTDB id 1193 PAKAF RS26665 WP 003161249.1 ALSLEVTPQITPDNRIIVEVKVTKDAPDYQNMLNGVPPINKNEVNAKILVNDGETIVIGGVFSNEQSKSVEKVPFLGELP 678
consensus *!!! !!!*!!!!**!**** ***!** ** *!** **********!***!*!***!!** ** * * **!!*!**!

logo

Y
V
L
VGI

RLFKSRNRKTRDATQVI
V
K
A
S
T
E
L
D
R
A
D
K

N
K
S
E
N
QELLVI F ILVTPR I IMVTNDNAQTI

A
L
V
A
I
S

G
A
I
R

I
V
T
N
G
S
T
H
I
R
EGREKDVYK

NTDB id 1257 GCO85 RS04855 WP 163621000.1 VVGILFSNRQITLKNEELLIFITPRIITNALSITTIEGREKDVYK 698
NTDB id 1284 ACE17W RS12370 WP 010946666.1 VVGILFSNRQITLKNEELLIFITPRIITNALSITTIEGREKDVYK 698
NTDB id 1009 ACIAD RS15175 WP 004923730.1 YVGRLFKKTAKSEAKNELLIFVTPRIVNDTIVGNH.......... 709
NTDB id 1039 H0N27 RS01460 WP 031993779.1 VVGRLFRKDVKSDDKQELLIFVTPRIVNDTLARNH.......... 721
NTDB id 1052 ABD1 RS15850 WP 001017033.1 VVGRLFRKDVKSDDKQELLIFVTPRIVNDTLARNH.......... 721
NTDB id 1110576 ACOC81 RS24995 WP 162999985.1 YLGRLFRRDVVAEAKSELLVFLTPRIMNNQAIAVSR......... 699
NTDB id 1193 PAKAF RS26665 WP 003161249.1 YLGRLFRRDTVTDRKNELLVFLTPRIMNNQAIAIGR......... 714
consensus **!*!!*** *** **!!!*!*!!!!*** *

X non conserved

X similar

X ≥ 50% conserved


