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NTDB id 111027 ACKTT9 RS20335 WP 407867333.1 MLRIFSKLRLKEWIQVVISLVFIVAQVYLDLKLPDYMSEITRLVQTPGSEMSNIWIHGAYMLLCALGSLLSAVIVGFFAS 80
NTDB id 369 SMU RS04255 WP 002263293.1 MFKIFKRLNAKEWGMVLLSTAFICLAVWMDLKTPEYMSNITTLLQTKGTTASDIMDPGSKMLMFSFGSFFMAVLVGFLAS 80
consensus ! *!! *! !!! !**! !!* !**!!! !*!!! !! !*!!*!* ! ! ! !!** !! !!*!!! !!

logo

L
R
I
TAASFSTRTQRLRSTDL ILFNKRVDMDSFYSEMAEE IKNKRFS ITPSSL ILTRSTTNDI

LTQI
LQI

L
L
M
I
V
T
VMGLMQLVI

V
I
T
K
R
A
GP IMAVWALVTKIAWGKGSDYEWSTGLA

NTDB id 111027 ACKTT9 RS20335 WP 407867333.1 LIAASFSRQLRTLLFNKVDSFSMEEINRFSTSSLITRSTNDITQIQLLVTMGLQLIIKAPIMAVWAVTKIAGKGYEWSLA 160
NTDB id 369 SMU RS04255 WP 002263293.1 RTAASFTTRLRSDIFNRVMDYSEAEIKKFSIPSLLTRTTNDLTQLQIMIVMGMQVVTRGPIMAVWALTKIWGKSDEWTGA 160
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NTDB id 111027 ACKTT9 RS20335 WP 407867333.1 TGCAVLILVIVIAFIMIFVLPKFRKMQTFTDNMNKVTRENLTGIRVVRAYNADDYQEAKFEKANVELTETQLFTTRGLAF 240
NTDB id 369 SMU RS04255 WP 002263293.1 VGVAVLIVFIMLSVLMFVAFPRQRQVQSLTDALNSTTRESLTGVRVVRAYNAEDYQDTKFKRENKNLTKLNLLVYRLMSL 240
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NTDB id 111027 ACKTT9 RS20335 WP 407867333.1 MLPVMSMIMSGLSLSIYWIGAYLIDSA............QVADKLTIFSNMVVFSSYAMQVVMSFMMLAMMFVLLPRAAV 308
NTDB id 369 SMU RS04255 WP 002263293.1 MNPVMTVVSSGLTLAIYWIGAYLLNDIKIPMTSVTAAKGAIADRISVFSDMVVFSSYAMQVVVGFMMMVAIFIILPRALV 320
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NTDB id 111027 ACKTT9 RS20335 WP 407867333.1 SAKRINEVLDTRPIIAEGSQTEGKPGVIGEVEFRNVSFKYPGAADYVLHNVSFSVKQGETVAFIGSTGSGKSTLVNLVPR 388
NTDB id 369 SMU RS04255 WP 002263293.1 SAKRINEVLALNSSVHFKEYSKADNARKGEVEFHDVSFRYSKNSRAVIEHVSFSAKAGETVAFIGSTGSGKSTLVNLIPR 400
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NTDB id 111027 ACKTT9 RS20335 WP 407867333.1 FFDATEGEVLIDGVNVKEYVEEALYNKIGYVPQKAVLFRGTVSSNVGYGENGKDTTTADQIKKAISIAQGTDFIEAMEGQ 468
NTDB id 369 SMU RS04255 WP 002263293.1 FYDATEGWIKIDGIKVQDYSHDDLNNKVGYIPQRAVLFSGTIRSNIAFGQSDQAPLDDAKIWEALELAQAKNFVEEKEKG 480
consensus !*!!!!! * !!!* ! *! ** ! !!*!!*!!*!!!! !!* !!***! * ! !* *!!* !*! !

logo

L
YDATAE I

V
A
SQGGTNFLSGGQKQRLAS IARALVASRKNPE I LY I FDDSFSALDYKTDRI

VLRNSADLAKKEKTAKEGMVTKSLMIVAQR IGSTIMDADHQI IL
NTDB id 111027 ACKTT9 RS20335 WP 407867333.1 YDAAISQGGTNLSGGQKQRLSIARAVSRNPEIYIFDDSFSALDYKTDRVLRSALKKETAGVTSMIVAQRIGTIMDADQII 548
NTDB id 369 SMU RS04255 WP 002263293.1 LDTEVAQGGTNFSGGQKQRLAIARALARKPEILIFDDSFSALDYKTDRILRNDLAKKTKEMTKLIVAQRISTIMDADHIL 560
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NTDB id 369 SMU RS04255 WP 002263293.1 VLDQGKVVGQGTHKELLANNDIYQEIAYSQLSKEELENGK 600
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