logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id

1029 TT RS02230 WP 011228203.1

1169 A1552VC RS11075 WP 000648511.1
1402 DSB67 RS12670 WP 010643257.1
1113 AAA85695.1 219..1451( )

1112 NGFG RS09215 WP 003689811.1
1252 GCO85 RSO7730 WP 011213805.1
110995 ACMCM8 RS03320 WP 412725440.1
1198 PSJM300 03950 AFN76868.1

1016 ACIAD RS01680 WP 004920476.1
1059 ABD1 RS01610 WP 000279215.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id

1029 TT RS02230 WP 011228203.1

1169 A1552VC RS11075 WP 000648511.1
1402 DSB67 RS12670 WP 010643257.1
1113 AAA85695.1 219..1451( )

1112 NGFG RS09215 WP 003689811.1
1252 GCO85 RSO7730 WP 011213805.1
110995 ACMCM8 RS03320 WP 412725440.1
1198 PSJM300 03950 AFN76868.1

1016 ACIAD RS01680 WP 004920476.1
1059 ABD1 RS01610 WP 000279215.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id

1029 TT RS02230 WP 011228203.1

1169 A1552VC RS11075 WP 000648511.1
1402 DSB67 RS12670 WP 010643257.1
1113 AAA85695.1 219..1451( )

1112 NGFG RS09215 WP 003689811.1
1252 GCO85 RSO7730 WP 011213805.1
110995 ACMCM8 RS03320 WP 412725440.1
1198 PSJM300 03950 AFN76868.1

1016 ACIAD RS01680 WP 004920476.1
1059 ABD1 RS01610 WP 000279215.1

consensus

AKN E%Efé§5E5éY AER Y iHs;K XEAEVSA EAEég {>A igé¢§E5§ E5¢VR. iéEEK¢E?ED

...... MKTIAPQ KN
MAKNGGFSLFJAKKEKR|3

MAKNGGFSLFAKKEKRFI

...... MDKN

INIF RQLATM
ITIBTRQLATM
ITIFTRQ ATM
IT FTRQL TM
IT FTRQL TM
IT F RQLATM
I | RQ ATM
If FTRQ ATM
INIFTRQLATM

ITIFTRQLATM
* AR * | %

F
F
LD LAMYKEK
LD LAMYKEK

ATYKEKEEEL

ATYKEKHEI
A

Hokokokokok Dkokok | Dskok %ok

PPELT|gH

EG DRKGV K KGE .LFK TL
]

LR R o s

EMEDERTMAR LAIDREEFEAER EPGEGHQAEVRIPALERGPGLKN
LINIBE IBV [AGSVSELAR. . . .. LTHRMK SKD)
..... K GKIN

QED)
.. QED)
..... QAD)
...... P AD)
...... K P M)
. LLKEQIK P L

* %

L@ﬂmaTsfhvaw§wﬂ%g@@g A ENRQ@WQXQEgE I

Uskokkokkkokkk ok kkokk  kok okkokk

A e

(QUANEIRET G VPQFAQ LTDLG ELPLLTRF AVEBIL RAATLP

INEGA LPAFTQEIV
FWIGAELPAJRT QE§V
ANMEY:NARZP [ INN T\Y
ISYEGA " LP ATV
SRIFGAELPAFTQI3V
IWIEGAELPAF TRV

INIFGA LPAFTQIRV
INIFGA LPAFTQEIV

Pk bk Ik Ix [ * % %k ok kb b kokk ok Dok D Dok Lk sk Pokskkok % k%

145
149
148
151
151
148
144
147
150
150

225
229
228
231
231
228
224
227
230
230



o g ot R AT et T v
VI lé‘\|7 \R/ Ai Slrb S LE %KK %N St |\/AE
NTDB id 1029 TT RS02230 WP 011228203.1
NTDB id 1169 A1552VC RS11075 WP 000648511.1
NTDB id 1402 DSB67 RS12670 WP 010643257.1
NTDB id 1113 AAA85695.1 219..1451( ) IAR IRFAAGVPLVDEL STAGARGN
NTDB id 1112 NGFG RS09215 WP 003689811.1 IAR IRFAAGVPLVDYL STAGAJ\GN
NTDB id 1252 GC085 RS07730 WP 011213805.1 GEILKAIIARF RTL ITFAAG PLV ALI VAGA
NTDB id 110995 ACMCM8 RS03320 WP 412725440.1 G ILJ4KA TARF RTLATTFAAGVPL IAL INAGA
NTDB id 1198 PSJM300 03950 AFN76868.1 ARF RTL TTFAAGVPLVDAL S)YAGA
NTDB id 1016 ACIAD RS01680 WP 004920476.1
NTDB id 1059 ABD1 RS01610 WP 000279215.1
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NTDB id 1029 TT RS02230 WP 011228203.1
NTDB id 1169 A1552VC RS11075 WP 000648511.1 IIGEESGE
NTDB id 1402 DSB67 RS12670 WP 010643257.1 FPI¥RV QMVNIIGEESG
NTDB id 1113 AAA85695.1 219..1451( ) FPNIM QM IGEESG LD MLNKEAIRFYEBEVDNAV[eYL [\
NTDB id 1112 NGFG RS09215 WP 003689811.1 FPNM QMBS IGEESG LD MLWKEVAIRFYEBEVDNAV[E L [
NTDB id 1252 GC085 RS07730 WP 011213805.1 FPNIMV QMVAIGEESGAL MLKVAFYEEV NAVD L H
NTDB id 110995 ACMCM8 RS03320 WP 412725440.1 . FPMVQM AIGEESGA D MLBK AjWIYEINEVD WNIVD LTH
NTDB id 1198 PSJM300 03950 AFN76868.1 . TINGTIESUIA QMAIGEESGALD MLSJKVAWEF YENEVDNE(VD LT
NTDB id 1016 ACIAD RS01680 WP 004920476.1
NTDB id 1059 ABD1 RS01610 WP 000279215.1
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NTDB id 1029 TT RS02230 WP 011228203.1 406
NTDB id 1169 A1552VC RS11075 WP 000648511.1 408
NTDB id 1402 DSB67 RS12670 WP 010643257.1 407
NTDB id 1113 AAA85695.1 219..1451( ) 410
NTDB id 1112 NGFG RS09215 WP 003689811.1 410
NTDB id 1252 GC085 RS07730 WP 011213805.1 406
NTDB id 110995 ACMCM8 RS03320 WP 412725440.1 GGL VAMYLPIF 402
NTDB id 1198 PSJM300 03950 AFN76868.1 VGGL AMYLPIF 405
NTDB id 1016 ACIAD RS01680 WP 004920476.1 VGGLV AMYLPIF 408
NTDB id 1059 ABD1 RS01610 WP 000279215.1 VGGLV AMYLPIF 408
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