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MSVLTIGDKRLGAALLDAGLLTDEELQRALERHREVGGSLAEVLVDMGLLSERR IAQTI EDRFGIPLVELHRVE IPPKVK
NTDB id 1384 A4U84 RS08525 WP 010787006.1 ................................................................................ 0
NTDB id 1468 ASU2 RS05090 WP 014991734.1 ................................................................................ 0
NTDB id 1028 TT RS08215 WP 011173991.1 MSVLTIGDKRLGAALLDAGLLTDEELQRALERHREVGGSLAEVLVDMGLLSERRIAQTIEDRFGIPLVELHRVEIPPKVK 80
NTDB id 110973 BBJ33 RS12145 WP 003153083.1 ................................................................................ 0
NTDB id 96 BSU 24730 NP 390353.1 ................................................................................ 0
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ALLPAEKAKELKAIPFALDEEAGVVRVAFLNPLDTLSLEEVEDLTGLVVEPYQTTKSAFLYALAKHYPELGLPVPPPPSG
NTDB id 1384 A4U84 RS08525 WP 010787006.1 ................................................................................ 0
NTDB id 1468 ASU2 RS05090 WP 014991734.1 ................................................................................ 0
NTDB id 1028 TT RS08215 WP 011173991.1 ALLPAEKAKELKAIPFALDEEAGVVRVAFLNPLDTLSLEEVEDLTGLVVEPYQTTKSAFLYALAKHYPELGLPVPPPPSG 160
NTDB id 110973 BBJ33 RS12145 WP 003153083.1 ................................................................................ 0
NTDB id 96 BSU 24730 NP 390353.1 ................................................................................ 0
consensus

logo

EGQKDLKLGELLLQKGWI SREALEEALVEQEKTGDLLGR I LVRKGLPEEALYRALAEQKGLEFLESTEGIVPDPSAALLL
NTDB id 1384 A4U84 RS08525 WP 010787006.1 ................................................................................ 0
NTDB id 1468 ASU2 RS05090 WP 014991734.1 ................................................................................ 0
NTDB id 1028 TT RS08215 WP 011173991.1 EGQKDLKLGELLLQKGWISREALEEALVEQEKTGDLLGRILVRKGLPEEALYRALAEQKGLEFLESTEGIVPDPSAALLL 240
NTDB id 110973 BBJ33 RS12145 WP 003153083.1 ................................................................................ 0
NTDB id 96 BSU 24730 NP 390353.1 ................................................................................ 0
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LRSDALRYGAVP IGFQNGEVEVVLSDPRHKEAVAQLLNRPARFYLALPQAWEELFRRAYPQKNRLGEVLVQEGKLSREAL
NTDB id 1384 A4U84 RS08525 WP 010787006.1 ................................................................................ 0
NTDB id 1468 ASU2 RS05090 WP 014991734.1 ................................................................................ 0
NTDB id 1028 TT RS08215 WP 011173991.1 LRSDALRYGAVPIGFQNGEVEVVLSDPRHKEAVAQLLNRPARFYLALPQAWEELFRRAYPQKNRLGEVLVQEGKLSREAL 320
NTDB id 110973 BBJ33 RS12145 WP 003153083.1 ................................................................................ 0
NTDB id 96 BSU 24730 NP 390353.1 ................................................................................ 0
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NTDB id 1384 A4U84 RS08525 WP 010787006.1 ..................................................................MSQYTICEQQTERI 14
NTDB id 1468 ASU2 RS05090 WP 014991734.1 ...................................................................MQYSVCDMNSQQV 13
NTDB id 1028 TT RS08215 WP 011173991.1 KEALEVQKGLPRAKPLGEILVELGLARPEDVEEALQKQRRGGGRLEDTLVQSGKLRPEALAQAVATQLGYPYVDPEEDPP 400
NTDB id 110973 BBJ33 RS12145 WP 003153083.1 ................................................................................ 0
NTDB id 96 BSU 24730 NP 390353.1 ................................................................................ 0
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NTDB id 1384 A4U84 RS08525 WP 010787006.1 FDISPSRWQKNCEEKQLLLRYLAVPVQETEHKLWLAVDDENNLTACEIFAFM.THK....QIEPVVIASDELKYLLNALS 89
NTDB id 1468 ASU2 RS05090 WP 014991734.1 FDISESLWQKNCDEKHILLRYLAIPIQENDDTLWLAIDDMNNLSACEIFAFI.AHK....TIEPVLISSDELKYLLNQLS 88
NTDB id 1028 TT RS08215 WP 011173991.1 DPGAPL.....LLPEDLCRRYGVFPHRLEGNRLVLLMKDPRNILALDDVRLALKRKGLNYEVAPAVATEAAITKLI.... 471
NTDB id 110973 BBJ33 RS12145 WP 003153083.1 ................................................................................ 0
NTDB id 96 BSU 24730 NP 390353.1 ................................................................................ 0
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NTDB id 1384 A4U84 RS08525 WP 010787006.1 PEQQPIYEESELAFVEQ.........E.QEQLN.LNDPIIQLLDNLFKFCLAQNASDIHIEPRKQKLIIRLRIDGVLHLY 158
NTDB id 1468 ASU2 RS05090 WP 014991734.1 PEQQSLYEETELNYQSP.........DNLDLLN.QNDPIIQILDNLFKFCLKQNASDIHFEPQKEKLQIRLRIDGVLHIY 158
NTDB id 1028 TT RS08215 WP 011173991.1 ...ERFYGKAELSEIAKEFAKKQAEEEVPSPLELDESAAQKFVKQVIREAFLQDASDIHIEPRQNDVQVRLRIDGALRPY 548
NTDB id 110973 BBJ33 RS12145 WP 003153083.1 ...................................MKNIETYSRNIINEAYTARASDIHIVPREKDAFIHFRIGHALVKK 45
NTDB id 96 BSU 24730 NP 390353.1 ...................................MDSIEKVSKNLIEEAYLTKASDIHIVPRERDAIIHFRVDHALLKK 45
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NTDB id 1384 A4U84 RS08525 WP 010787006.1 KSLSIQLASRLISRIKLLAKLDISELRQPQDGQFSFTTALADTLDFRVSSLPTIYGEKLVLRLQKNKPTSFDFLQLGFNP 238
NTDB id 1468 ASU2 RS05090 WP 014991734.1 KSLSFSLANRIITRLKLLAKLDISETRLPQDGQFNFKTVTAETLDFRVSSLPTSFGEKIVLRLQKNKPTHFDFLELGFSP 238
NTDB id 1028 TT RS08215 WP 011173991.1 STLPKGALNAVISVVKIMGGLNIAEKRLPQDGRVRYREG.AIDVDLRLSTLPTVYGEKAVMRLLKKASDIPEIEDLGFAP 627
NTDB id 110973 BBJ33 RS12145 WP 003153083.1 RVLKKEECVRLISHFKFLSAMDIGERRKPQNGSLSLPLP.TETVHLRMSTLPTMNDESLVIRLLPK.RQIPPLDKLSLFR 123
NTDB id 96 BSU 24730 NP 390353.1 RDMKKEECVRLISHFKFLSAMDIGERRKPQNGSLTLKLK.EGNVHLRMSTLPTINEESLVIRVMPQ.YNIPSIDKLSLFP 123
consensus *** * **!* *!******!*!*! !!*! **** ******!*!*!!!***!**!*!**** ***** !** *

logo

E
K
Q
G
A
T
V
Q

F
K
Q
G
E
Q
T
A
A
L
R
T
F
L
K
L
E
N
T
S
V
A
F
I
L
H
S
K
K
H
Q

S
P
Y
H
QGI

M
L
F
I
L
I
L
I
F
VTGPTGSGKTSFITTTLFYS IALVLKQNRYI

A
L
A
K
N
K
R
N
Q
T
H
M
P
S
F
E
D
N
K
R
R
H
N
T
I
Q
L
VTI

A
LEDP I

VEYITREDIDPEDGLIVNILQVTQVNPERAQSKI
A
Q
G
V
L
D
T
Y
F
A
S
R
A
Q

A
G
LLKRTAI

F
NTDB id 1384 A4U84 RS08525 WP 010787006.1 QQQTTLLNALKQPQGLILVTGPTGSGKSITLYSALNYLN.QMDKHILTAEDPVEIEIDGLIQTQVNRSIQLDFSQLLRTF 317
NTDB id 1468 ASU2 RS05090 WP 014991734.1 EQKQLLLTALHQPQGLILVTGPTGSGKSITLYSALNYLN.NSERHILTAEDPIEIEIEGIIQTQVNRAIQLDFSQLLRTF 317
NTDB id 1028 TT RS08215 WP 011173991.1 GVFERFKEVISKPYGIFLITGPTGSGKSFTTFSILKRIA.TPDKNTQTIEDPVEYEIPGINQTQVNPQAGLTFARALRAF 706
NTDB id 110973 BBJ33 RS12145 WP 003153083.1 GAGAALLSFLKHSHGLLLFTGPTGSGKTTTLYSLVNYAKRHFNRRIVTLEDPVETRDEDVLQVQVNEKAGVTYSAGLKAI 203
NTDB id 96 BSU 24730 NP 390353.1 KTGATLLSFLKHSHGMLIFTGPTGSGKTTTLYSLVQYAKKHFNRNIVTLEDPVETRDEDVLQVQVNEKAGVTYSAGLKAI 203
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NTDB id 1384 A4U84 RS08525 WP 010787006.1 LRQDPDIIMLGEIRDEESAKMALRASQTGHLVLSTLHTNDALSAVERLLQLGIQEYEIQNSLLLVIAQRLVRKLCKKCRG 397
NTDB id 1468 ASU2 RS05090 WP 014991734.1 LRQDPDIIMLGEIRDQESAEIALRAAQTGHLVLSTLHTNDAPSAIERLLQLGIKEYEIKNSLQLIIAQRLLRKRCPQCGG 397
NTDB id 1028 TT RS08215 WP 011173991.1 LRQDPDIIMVGEIRDSETAKIATEAALTGHLVIATLHTNDAAQAITRLDEMGVEPFNISAALIGVLSQRLVRRVCEHCKV 786
NTDB id 110973 BBJ33 RS12145 WP 003153083.1 LRHDPDMIILGEIRDAETAEIAVRAAMTGHLVLSSLHTRDAKGAIYRLLEFGVNMTEIEQTVIAIAAQRLVDLTCPFCKE 283
NTDB id 96 BSU 24730 NP 390353.1 LRHDPDMIILGEIRDAETAEIAVRAAMTGHLVLTSLHTRDAKGAIYRLLEFGINMNEIEQTVIAIAAQRLVDLACPFCEN 283
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NTDB id 1384 A4U84 RS08525 WP 010787006.1 VGC...............................DECYQGYRGRIGVYQCLSRTAKKFDKQTAYLDFSSLRESAKQKIEQ 446
NTDB id 1468 ASU2 RS05090 WP 014991734.1 KGC...............................DNCYHGYKGRTGIYQLLAKQGKFFEKSTAYLDYDNLRASAEQKLAA 446
NTDB id 1028 TT RS08215 WP 011173991.1 EVKPDPET....LRRLGLSEAEIQGARLYKGMGCERCGGT..GYKGRYAIH..............ELLVVDDEIRHAIVA 846
NTDB id 110973 BBJ33 RS12145 WP 003153083.1 ENCSVYCRMYRQTRRAGIYE.......LLYGKNLTQCFQEAKGEHANFQYQ.................TLRRLIRKGIAL 339
NTDB id 96 BSU 24730 NP 390353.1 GCSSVYCRQSRNTRRASVYE.......LLYGKNLQQCIQEAKGNHANYQYQ.................TLRQIIRKGIAL 339
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NTDB id 1384 A4U84 RS08525 WP 010787006.1 QLT..NETEVDRVLGYE.......................... 461
NTDB id 1468 ASU2 RS05090 WP 014991734.1 NIT..TVDEVKRVLGDG.......................... 461
NTDB id 1028 TT RS08215 WP 011173991.1 GKSATEIKEIARRKGMKTLREDGLYKALQGITTLEEVLARTIE 889
NTDB id 110973 BBJ33 RS12145 WP 003153083.1 GYVTTDNYD............RWVYHEAD.............. 356
NTDB id 96 BSU 24730 NP 390353.1 GYLTTNNYD............RWVYHEKD.............. 356
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X ≥ 50% conserved


