
logo MYSQNIYVIRKGDMVIRPAFDDDDQRNGSE I IRFDKTR IQNPFKVQKI I ERSCKFYGNTYLGKKAETNR ITGI SSKPP I L
NTDB id 1109597 ACOCI8 RS11010 WP 096002271.1 MYSQNIYVIRKGDMVIRPAFDDDDQRNGSEIIRFDKTRIQNPFKVQKIIERSCKFYGNTYLGKKAETNRITGISSKPPIL 80
NTDB id 39 MW RS04875 WP 000287265.1 MYSQNIYVIRKGDMVIRPAFDDDDQRNGSEIIRFDKTRIQNPFKVQKIIERSCKFYGNTYLGKKAETNRITGISSKPPIL 80
NTDB id 23 SA RS04995 WP 000287265.1 MYSQNIYVIRKGDMVIRPAFDDDDQRNGSEIIRFDKTRIQNPFKVQKIIERSCKFYGNTYLGKKAETNRITGISSKPPIL 80
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo LTPLFPTYFFPTHSDRQNENIWLNMHYI ES IKELKNRKCKVTF INNES I I LHVSYHSLWHQYNNS I FYYYMVDKQSRMI S
NTDB id 1109597 ACOCI8 RS11010 WP 096002271.1 LTPLFPTYFFPTHSDRQNENIWLNMHYIESIKELKNRKCKVTFINNESIILHVSYHSLWHQYNNSIFYYYMVDKQSRMIS 160
NTDB id 39 MW RS04875 WP 000287265.1 LTPLFPTYFFPTHSDRQNENIWLNMHYIESIKELKNRKCKVTFINNESIILHVSYHSLWHQYNNSIFYYYMVDKQSRMIS 160
NTDB id 23 SA RS04995 WP 000287265.1 LTPLFPTYFFPTHSDRQNENIWLNMHYIESIKELKNRKCKVTFINNESIILHVSYHSLWHQYNNSIFYYYMVDKQSRMIS 160
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo KNPDQP IDYNKATMLNVFEALTRYSLFEDK
NTDB id 1109597 ACOCI8 RS11010 WP 096002271.1 KNPDQPIDYNKATMNVFEALTRYSLFEDK 189
NTDB id 39 MW RS04875 WP 000287265.1 KNPDQPIDYNKATLNVFEALTRYSLFEDK 189
NTDB id 23 SA RS04995 WP 000287265.1 KNPDQPIDYNKATLNVFEALTRYSLFEDK 189
consensus !!!!!!!!!!!!!*!!!!!!!!!!!!!!!
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