
logo MANQKKKTLPPQHQNQRQPGFEYLVMDPRPVFDKPKAKAKKLEGKTAI ITGGDSGIGRAVSVLFAKEGANVVIVYFLDNEHQDAE
NTDB id 110954 BBJ33 RS05170 WP 003155182.1 MANQKKKTLPPQHQNRQPGFEYVMDPRPVFDKPKAAKKLEGKTAIITGGDSGIGRAVSVLFAKEGANVVIVYFDEHQDAE 80
NTDB id 122 BSU 10400 NP 388921.1 MANQKKKTLPPQHQNQQPGFEYLMDPRPVFDKPKKAKKLEGKTAIITGGDSGIGRAVSVLFAKEGANVVIVYLNEHQDAE 80
consensus !!!!!!!!!!!!!!! !!!!!!*!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!

logo ETKQYVEKEGAVKCLL IAGDVGDEAFCNDVI
V
G
RQAGSQAVFPS IDI LVNNAAGEQHVQPGS I EKITSHQL IRTFQTNI FSMFYLTK

NTDB id 110954 BBJ33 RS05170 WP 003155182.1 ETKQYVEKEGAKCLLIAGDVGDEAFCNDVIRQAGQAFPSIDILVNNAGEQHVQPGIEKITSHQLIRTFQTNIFSMFYLTK 160
NTDB id 122 BSU 10400 NP 388921.1 ETKQYVEKEGVKCLLIAGDVGDEAFCNDVVGQASQVFPSIDILVNNAAEQHVQPSIEKITSHQLIRTFQTNIFSMFYLTK 160
consensus !!!!!!!!!! !!!!!!!!!!!!!!!!!!* !! ! !!!!!!!!!!!*!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!

logo AAVLPHLKKRGSS I INTAS ITAYKGHNKTL IDYSATKGAIVTFTRSLSQSLVQTQGIRVNAVAPGP IWTPL IPASFASAKDEVEVF
NTDB id 110954 BBJ33 RS05170 WP 003155182.1 AALPHLKRGSSIINTASITAYKGHKTLIDYSATKGAIVTFTRSLSQSLVTQGIRVNAVAPGPIWTPLIPASFSAKEVEVF 240
NTDB id 122 BSU 10400 NP 388921.1 AVLPHLKKGSSIINTASITAYKGNKTLIDYSATKGAIVTFTRSLSQSLVQQGIRVNAVAPGPIWTPLIPASFAAKDVEVF 240
consensus ! !!!!!*!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!! !!*!!!!

logo GSDVPMEQRPGEQPVEVAPSYLYLASDDSSTYVTGQTIHVNGGTIVNG
NTDB id 110954 BBJ33 RS05170 WP 003155182.1 GSDVPMQRPGEPVEVAPSYLYLASDDSSYVTGQTIHVNGGTIVNG 285
NTDB id 122 BSU 10400 NP 388921.1 GSDVPMERPGQPVEVAPSYLYLASDDSTYVTGQTIHVNGGTIVNG 285
consensus !!!!!! !!! !!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!
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