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NTDB id 1014 ACIAD RS13855 WP 004924483.1 MSIR..HFFTFFWATLLTLFSMQIVFAQGFDQQYDAWKTQQKAHDTRLNSSASHHSLSKPTQQSGTGVKVNINSATAKEL 78
NTDB id 110898 ACKTSO RS09515 WP 039086546.1 MKLK..HLFALTFGSLAL........LS....GSVAVAE...SA......NPPPATETAQLQQAAQSDKVNLNNATADQL 57
NTDB id 1382 A4U84 RS07375 WP 062924234.1 MKKLSRYTFSLLFG.LFS........ATTFAEEKVTTST...EH......TPVVMQQ.VAATQKVNANVVNINTATASEI 61
NTDB id 1362 HI 1008 AAC22669.1 MKTL..FTSVVLCGALVV........SSSFAEEKATXQT...AQ......SVVTTQAEAQVAPAVVSDKLNINTATASEI 61
consensus !*** *********!* ********* * ** *** * *************!*!*!!!***
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NTDB id 1014 ACIAD RS13855 WP 004924483.1 Q.QLHGVGEKKALAIVEYRQQYGKFASVDDLQKVKGIGPKFIEKNRDRLAI. 128
NTDB id 110898 ACKTSO RS09515 WP 039086546.1 QKGLVGIGAKKAQAIVEYREQHGPFVSVEQITEVKGIGSAIFEKNKDRLAIE 109
NTDB id 1382 A4U84 RS07375 WP 062924234.1 QDKLVGIGAKKAQAIVEYREKNGKFLNVEQLTEVSGIGKATLEKNRDCIVIE 113
NTDB id 1362 HI 1008 AAC22669.1 QKSLTGIGAKKAEAIVQYREKHGNFXNAEQLLEVQGIGKATLEKNRDRIIF. 112
consensus !* !*!*!*!!!*!!!*!!* *!*!* ******!*!!!****!!!*!*****
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