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LNSRVAVLTVGRLTKRDPVEDLRYTPQSNSGTAAVAGSTFSTMLAVDNRTQFRTSNQASNGDERETADF INCVTIWRRKQSAENVFANFLTKKGSLAVGVEDGHR I

LQTR
NTDB id 113 BSU 40900 NP 391970.1 MLNRVVLVGRLTKDPELRYTPNGAAVATFTLAVNRTFTNQSGEREADFINCVTWRRQAENVANFLKKGSLAGVDGRLQTR 80
NTDB id 1108957 ACOBR3 RS01620 WP 005690377.1 MLNSVALTGRLTRDVDLRYTQSGTAVGSFTLAVDRQFRSANGERETDFINCVIWRKSAENFANFTKKGSLVGVEGHIQTR 80
NTDB id 624 LCA RS00040 WP 011373726.1 MINRVVLVGRLTRDVDLRYTSSGAAVGTFSMAVNRQFTNANGDREADFINCVIWRKSAENFANFTKKGSLVGVDGRLQTR 80
consensus !*!*!*!*!!!!*!**!!!! *!*!!**!**!!*!*!****!*!!*!!!!!!*!!**!!!*!!!*!!!!!*!!*!**!!!

logo

T
NYDENAQQGQKRVFYVTEVQVAVDESNVFAQSFLLEPSKRANTGTGTEGQSQRPQGSDEGPAGNSPQSAGNFGNQYGNSENGQSNNSYGGSGQYQSFGFGNGNTSQNPDQNPPSFGGSQGAPSNAPSSNQPTGQN

NTDB id 113 BSU 40900 NP 391970.1 NYENQQGQRVFVTEVQAESVQFLEPKNGGGS......GSGGYNEGNSGGGQYFGGGQNDNP..FGG.............N 139
NTDB id 1108957 ACOBR3 RS01620 WP 005690377.1 TYDNAQGQKVYVTEVVVENFALLESRATTQQRPSEPANPAGQGNQNYGGGQQFGNNQPQNPPSFGSQGAPSNAPSSNPGQ 160
NTDB id 624 LCA RS00040 WP 011373726.1 NYENQQGQRVYVTEVVVDNFSLLESRTTTEQRQGDGASQNFNSNQSN.GSQQSGFTSPQ.................QTGN 142
consensus *!*!*!!!*!*!!!!***** *!!** ** ** * * *** *** *!*!**! ***** ** * **
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GNANSAFTQNADPDPFANDNGQKAP IDI SDDDLPF

NTDB id 113 BSU 40900 NP 391970.1 ...QNNQRRNQGNSFNDDPFANDGKPIDISDDDLPF 172
NTDB id 1108957 ACOBR3 RS01620 WP 005690377.1 SPAAGQNQGNNGNAANPDPFANNGKPIDISDDDLPF 196
NTDB id 624 LCA RS00040 WP 011373726.1 A........PAANNTQADPFANNGQAIDISDDDLPF 170
consensus ** ***! * !!!!!*!**!!!!!!!!!!

X non conserved

X similar

X ≥ 50% conserved


