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RSFFRTRKLKSKPQSAEETPALREAEAPPQVAQAEPTATAPKVLVEPDSEHVAQIVGNIKEDVESLAESVKGRAESAVETVSTGPATVEPAQPVAKEPSTVATEPAMPASEAG

NTDB id 1108442 ACNANG RS10540 WP 420227122.1 MRSFFTRLSPSAEPAREAPPVAAPTPVLPDH.........................AV...TPTVPAPAPSVTPAPA... 49
NTDB id 1118 NGFG RS11455 WP 003696286.1 MFSFFRRKKKQETPALEEAQVQETAAKVESEVAQIVGNIKEDVESLAESVKGRAESAVETVSGAVEQVKETVAEMPSEAG 80
consensus ! !!! ! * !! ! **! * * ** **************************!!***** !* * **! * ! ***
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NTDB id 1108442 ACNANG RS10540 WP 420227122.1 .....VS.TPIAIAP..APSAPIPEPAPAAAKAAKASWLNRLKTGLSRTGQ....NFTSLFIGVKVDEDLFEELETALIM 117
NTDB id 1118 NGFG RS11455 WP 003696286.1 EAAERVESAKEAVAETVGEAVGQVQEAVATTEEHKLGWAARLKQGLAKSRDKMAKSLAGVFGGGQIGEDLYEELETVLIT 160
consensus *****! * * !*!***** * * *!*! *! ! !!! !! ** **** *! ! * !!!*!!!!! !!
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NTDB id 1108442 ACNANG RS10540 WP 420227122.1 ADTGVDAATSLLKSLRARVKQERIEDAQQVKVVLRDVLAAHLRPLEKTFALD.RPYPVVTMLAGVNGAGKTTSIGKLART 196
NTDB id 1118 NGFG RS11455 WP 003696286.1 GDMGMEATEYLMKDVRGRVSLKGLKDGNELRGALKEALYDLIKPLEKPLVLPETKEPFVIMLAGINGAGKTTSIGKLAKY 240
consensus *! !**! !*! *!*!! * !** ** !** ! ***!!!!* !** * ! ! !!!!*!!!!!!!!!!!!!*
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NTDB id 1108442 ACNANG RS10540 WP 420227122.1 FQNQGKKVLLAAGDTFRAAAREQLVEWGARNNVTVIAQDGGDPAAVAFDAVQSGKARGMGVVMIDTAGRLPTQLHLMEEI 276
NTDB id 1118 NGFG RS11455 WP 003696286.1 FQAQGKSVLLAAGDTFRAAAREQLQAWGGRNNVTVISQTTGDSAAVCFDAVQAAKARGIDIVLADTAGRLPTQLHLMEEI 320
consensus !! !!! !!!!!!!!!!!!!!!!! !!*!!!!!!! ! !!*!!!*!!!!! *!!!!* *!* !!!!!!!!!!!!!!!!
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NTDB id 1108442 ACNANG RS10540 WP 420227122.1 KKIKRVIGKAEPTAPHEVLLVIDGNTGQNALAQIKAFDQAIGLTGLIVTKLDGTAKGGILAAVAAGAQGVRPIPVYWIGV 356
NTDB id 1118 NGFG RS11455 WP 003696286.1 KKVKRVLQKAIPGAPHEIIVVLDANIGQNAVNQVKAFDDALGLTGLIVTKLDGTAKGGILAALAS....DRPVPVRYIGV 396
consensus !!*!!!* !! ! !!!!***!*!*! !!!!* !*!!!! !*!!!!!!!!!!!!!!!!!!!!!*! **** !!*!! *!!!

logo GEGIDEDLQRPFDVADRAEFAVDGALVLDGL
NTDB id 1108442 ACNANG RS10540 WP 420227122.1 GEGIEDLQPFVADEFAGAVLGL 378
NTDB id 1118 NGFG RS11455 WP 003696286.1 GEGIDDLRPFDARAFVDALLD. 417
consensus !!!!*!! !! ! ! !*! *
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