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ke TautRLes) T AL QAP LSIOTVLY CQVRAR SFOMAY A

MLQKIBLSITQNLRLPSICTLCNQFHKSQLAVCSNCMEFMKQLGSCCQYCAYPLSDDTYLVCGQCVRKRPSFDSAYIAYRF
MLQKILSITONLRLPSICTLCNQFHKSQLAVCSNCMEFMKQLGSCCQYCAYPLSDDTYLVCGQCVRKRPSFDSAYIAYRF
...................................... MKQLGSCCQYCAYPLSDDTYLVCGQCVRKRPSFDSAYIAYRF

L LML D LY R AT RLARL YN €

EEPLRSLIHQFKYHNGLYLASFLKQLLLNALPKIJALKPDCLIPVPMHPKRLKRRGFNQA VLTRLLARQLNIPYDLYYCQ
EEPLRSLIHQFKYHNGLYLASFLKQLLLNALPKSALKPDCLIPVPMHPKRLKRRGFNQAAVLTRLLARQLNIPYDLYYCQ
EEPLRSLIHQFKYHNGLYLASFLKQLLLNALPKSALKPDCLIPVPMHPKRLKRRGFNQAAVLTRLLARQLNIPYDLYYCQ

N AL ERLRAR. VA LT A TR AT

KIINTASQANLDGEQRRKNLRHAFYVRJAVTYEHVMIVDDLLTTGSTANE AHTLKNAGVKRVDICCCARAVTKN 234
KIINTASQANLDGEQRRKNLRHAFYVPPVTYEHVMIVDDLLTTGSTANEIAHTLKNAGVKRVDICCCARAVTKN 234
KIINTASQANLDGEQRRKNLRHAFYVPPVTYEHVMIVDDLLTTGSTANEIAHTLKNAGVKRVDICCCARAVTKN 196

X non conserved
B similar
>50% conserved

160
160
122



