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KCNLR I IDSSDEEL ILVCDWALCFKHSHQIHNFTHYNYDFYFGEGKNGNDPFVKYEQKCVSVLFKFPVENKNAFSL IMKQFYEEKEKESLSQRDQI IHAELKYHR

NTDB id 110833 ACKTTZ RS03370 WP 034696813.1 MILDLLFPNRCIHCNRIIDSELLVCDLCFHQIHFTHYDYFENNPVKEKCSLFFPVENAFSLIQFEEESLSRQIIHELKYR 80
NTDB id 1333 RA0C RS05105 WP 004918078.1 MFLDFFLPNRCLKCNLIISSDEIVCWACKSHINFTYNDFGGKGDFYQKVVLKFPVNKAFSLMKYEKKELSQDIIHALKYH 80
consensus ! !! !!!!**!! !! !* *!! ! **!*!!* !* * !* ! !!! !!!!* *! !! !!! !!!*

logo SMREKRTVGKI
VLAHNWTVSTENRLMDNFLNSHNKQGKI

PDI
LL ITNI

VPLHPKRKLQKRERGYNQLHLVFTEKTLSQSFLQYNR IPFYDSHQYL ILKRNFYYSKAPQALKDQKKL
NTDB id 110833 ACKTTZ RS03370 WP 034696813.1 SREKTGKILANWTTERLNFNNKKPDLLINVPLHPRKLKERGYNQLHVFTETLSSFYNIPFDHQLIKRNYYSKAQALKDKK 160
NTDB id 1333 RA0C RS05105 WP 004918078.1 SMERVGKVLAHWVSENMDLSHQGIDILTNIPLHPKKQRERGYNQLHLFTKTLSQLQRIPYSHYLLKRNFYSKPQALKQKL 160
consensus ! !* !!*!!*! *! * * *!*! !*!!!!*! *!!!!!!!!*!! !!! !!* ! !*!!!*!!!*!!!! !

logo

D
HRELEKMSQTNI

MFS IVDTEQKP I ETGKHI LL IDDVFYTTGNTMVSKSAVAVWE I
LLKNAGGNDGNQRVSVLVLMAI

VDEI
NTDB id 110833 ACKTTZ RS03370 WP 034696813.1 HRLESTNMFSITQPITGKHILLIDDVFTTGNTVSSVAWEILNAGDNRVSVLVMAVDI 217
NTDB id 1333 RA0C RS05105 WP 004918078.1 DREKMQNIFSVDEKIEGKHILLIDDVYTTGNTMSKAVWELLKGNGNQVSVLVLAIDE 217
consensus *! !*!!* *! !!!!!!!!!!*!!!!!*! !!*! * ! !!!!!*!*!
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