
logo MHRLKLENGKAVKSVFTLSTLTASCLLMAFNSSYAAMVDCASAPLEPEVWDQSSAKVYNGSGADKQVQHYEKGNAYKQANRYWTQNNDNPAEKQFASGNQW
Y
A
G
E
QWEQLSLDGAS

NTDB id 110832 vm RS16825 WP 001237721.1 MRLLEGKAVKSVFTLSTLTASCLMAFSSYAAMDCSALPEWQSSAVYNSGAKVQYKGNAYQANYWTQNNDPEKFSGNYAQWQLLDS 85
NTDB id 1300 VP RS19160 WP 005479129.1 MHLKNGKAVKSVFTLSTLTASCLLAFNSYAAVDCAPLEVWDSSKVYNGGDQVQHEGNAYKARYWTQNNNPAQ.AGQWGEWESLGA 84
consensus !*! !!!!!!!!!!!!!!!!!!*!! !!!!*!! *!* ! !! !!! ! !!* !!!! ! !!!!!! ! * !*** ! !

logo CDTGTSTGGPVDPPQTNEQI
VPSTVTLTASPLSASTAQS IVKTAVGDEVVNTLAADNAASDTDGTI

V
A
S
K
RVEFFSVDGAVLVGQASTQSAPFYI

TASWTATAEGAVHEFSATKVASFY
NTDB id 110832 vm RS16825 WP 001237721.1 CTTSGG....TNQVPSVTLTSPLATAQVKVGDVVTLAANASDTDGTVARVEFSVDGVLVGQATQAPYTASWTATAGAHEFSAVAF 166
NTDB id 1300 VP RS19160 WP 005479129.1 CDGTGPVDPPQNEIPTVTLTAPSASASITAGEVVNLAADAADTDGTISKVEFFVDGALVGQSTSAPFIASWTATEGVHEFSTKSY 169
consensus ! *!***** ! *!*!!!! ! !*! * !*!! !!! ! !!!!!* *!!! !!! !!!! ! !!* !!!!!! ! !!!! *

logo DDAKGAVSTAKNSASVTLTI
VAGSDVGQPGVNEQAPSTVDSVALSAATSTI

V
D
E
L
VGAGTVVTLTADNAADADGS IVADKVDFYVAGGALAVGTASATAQAPYTLDNVYTPTSTKA

NTDB id 110832 vm RS16825 WP 001237721.1 DDKGAVSTKNAVTLTVAGDGPVNQAPSVSVALSAATVDVGAVVTLTADAADADGSVDKVDFYVGGALVGTSAQAPYTLNYTTTKA 251
NTDB id 1300 VP RS19160 WP 005479129.1 DDAGAVSTASSVTLTIASVQPGNEAPTVDVALSATSIELGGTVTLTANAADADGSIAKVDFYVAGALAGTATAAPYTLDVTPSKA 254
consensus !! !!!!! !!!!*! ! ! !!*! !!!!! ****!* !!!!! !!!!!!!* !!!!!!*!!! !! !!!!! !**!!

logo GASLAVYAKRATDNALGASTTDSAI
LATLTVVNGGVAPVAVASNSCRPDGLYQTETGVDQVPYCSTI

VYDEEGREKMGAVDHPRRVIGYFTSWRAGDDPQAS
NTDB id 110832 vm RS16825 WP 001237721.1 GSLAVYARATDNLGATTDSALATLVVNGVAPVASCRPDGLYQTEGVQVPYCTVYDEEGREKMGVDHPRRVIGYFTSWRAGDDPQA 336
NTDB id 1300 VP RS19160 WP 005479129.1 GALAVYAKATDNAGASTDSAIATLTVNGGAVASNCRPDGLYQTTGVDVPYCSIYDEEGREKMGADHPRRVIGYFTSWRAGDDPQS 339
consensus ! !!!!!*!!!! !!*!!!!*!!! !!! !* !!!!!!!!! !! !!!!**!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!

logo

A
TYLVKDIPWEQLTHINYAFVS IGSDGKNVNI

VGDNVNDPNNAATVGKETWPGVE I
VDPTLGFKGHFGALATYKQKHYDGVKTL I S IGGWAETG

NTDB id 110832 vm RS16825 WP 001237721.1 AYLVKDIPWEQLTHINYAFVSIGSDGNVNIGNVNDPNNAAVGKEWPGVEIDPTLGFKGHFGALATYKQKYGVKTLISIGGWAETG 421
NTDB id 1300 VP RS19160 WP 005479129.1 TYLVKDIPWEQLTHINYAFVSIGSDGKVNVGDVNDPNNAATGKTWPGVEVDPTLGFKGHFGALATYKQKHDVKTLISIGGWAETG 424
consensus !!!!!!!!!!!!!!!!!!!!!!!!! !!*! !!!!!!!! !! !!!!!*!!!!!!!!!!!!!!!!!!!* !!!!!!!!!!!!!!

logo GHFDANGDNRVADGGFYTMTTNADGS INHAAGI EKFAATSAVEMI
MRKYKFDGLVDIDYEYPTSMAGAGNPDYDKDGFMEPRRAQYLWASYQE

NTDB id 110832 vm RS16825 WP 001237721.1 GHFDANGNRVADGGFYTMTTNADGSINHAAIEKFATSAVEMIRKYKFDGVDIDYEYPTSMAGAGNPDDKGFMEPRRAYLWASYQE 506
NTDB id 1300 VP RS19160 WP 005479129.1 GHFDANGDRVADGGFYTMTTNADGSINHAGIEKFAASAVEMMRKYKFDGLDIDYEYPTSMAGAGNPYDKDFMEPRRQYLWASYQE 509
consensus !!!!!!! !!!!!!!!!!!!!!!!!!!!!*!!!!! !!!!!*!!!!!!!*!!!!!!!!!!!!!!!! !! !!!!!! !!!!!!!!

logo LMKRVLRDEKLDARASAVQDGHTHYMLTIAAPSSGYLLRGMETFDVTKYLDYVNIMSYDLHGAWNDHVGHNAALFDTGKDSELAQWNVYG
NTDB id 110832 vm RS16825 WP 001237721.1 LMRVLRDKLDRASVQDGHHYMLTIAAPSSGYLLRGMETFDVTKYLDYVNIMSYDLHGAWNDHVGHNAALFDTGKDSELAQWNVYG 591
NTDB id 1300 VP RS19160 WP 005479129.1 LMKVLREKLDAASAQDGTHYMLTIAAPSSGYLLRGMETFDVTKYLDYVNIMSYDLHGAWNDHVGHNAALFDTGKDSELAQWNVYG 594
consensus !!*!!!*!!! !! !!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!



logo TAAQYGGIGYLNTDWAYHYFRGSMPAGR INIGVPYYTRGWQGVTGGDENGLWGRAALPNQANELCAQPGTGEGEKNNCGNYGAI
TGIDNMWH

NTDB id 110832 vm RS16825 WP 001237721.1 TAQYGGIGYLNTDWAYHYFRGSMPAGRINIGVPYYTRGWQGVTGGENGLWGRAALPNQNLCAPGTGEGEKNNCGYGATGIDNMWH 676
NTDB id 1300 VP RS19160 WP 005479129.1 TAAYGGIGYLNTDWAYHYFRGSMPAGRINIGVPYYTRGWQGVTGGDNGLWGRAALPNQAECQPGTGEGEKNNCGNGAIGIDNMWH 679
consensus !! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!! ! !!!!!!!!!!!! !! !!!!!!!

logo DLVDNAPAQGDREMGAGSNPMWHAKNLEKGIWGSYAAQAYGKLDPTVNTDTPSDKL IVGTYTVRNYDSVAVAPWLWNADEKGKVFLSTEDKAQS IDEVKAD
NTDB id 110832 vm RS16825 WP 001237721.1 DVNAAGDEMGAGSNPMWHAKNLEKGIWGSYAAAYKLDPTTTP...LIGTYVRNYDSVAVAPWLWNADKKVFLSTEDKQSIDVKAD 758
NTDB id 1300 VP RS19160 WP 005479129.1 DLDPQGREMGAGSNPMWHAKNLEKGIWGSYAQAYGLDPVNDPSDKLVGTYTRNYDSVAVAPWLWNAEKGVFLSTEDKASIEVKAD 764
consensus !* * ! !!!!!!!!!!!!!!!!!!!!!!!! !! !!! !***!*!!! !!!!!!!!!!!!!!!*! !!!!!!!! !!*!!!!

logo YVIDNKE IGGIMFWELAGDYNSCYNVLDANGKNRTAS IVDAPTEQACAATGKNGEYHMGNTMTKAIYDKFKSVATPYGNKVATGAP I
TPTEAVDNIATV

NTDB id 110832 vm RS16825 WP 001237721.1 YVINKEIGGIMFWELAGDYSCYNLDANGKRTSVDPTEQACATGKGEYHMGNTMTKAIYDKFKVATPYGNKVATGAIPTEAVNIAV 843
NTDB id 1300 VP RS19160 WP 005479129.1 YVIDKEIGGIMFWELAGDYNCYVLDANGNRTAIDATEQACAAGNGEYHMGNTMTKAIYDKFKSATPYGNKVATGPTPTEAVDITV 849
consensus !!! !!!!!!!!!!!!!!! !! !!!!! !! *!*!!!!!! ! !!!!!!!!!!!!!!!!!! !!!!!!!!!!!* !!!!! ! !

logo

K
SVGGFKVGDQNYP INPKITFTNNTGQVADIPGGTEFQFDIPVSAPDNAKDQSGGGLKVIASGHSTRANNIGGLDGTVMHRVASFSLPAWK

NTDB id 110832 vm RS16825 WP 001237721.1 KVGGFKVGDQNYPINPKITFTNNTGVDIPGGTEFQFDIPVSAPDNAKDQSGGGLKVIASGHSRANNIGGLDGTMHRVAFSLPAWK 928
NTDB id 1300 VP RS19160 WP 005479129.1 SVGGFKVGDQNYPINPKITFTNNTGQAIPGGTEFQFDIPVSAPDNAKDQSGGGLKVIASGHTRANNIGGLDGVMHRVSFSLPAWK 934
consensus !!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!! !!!! !!!!!!!

logo

D
SLPAGAGTYELDMVYYLP I SGPANYSVI

K
I
S
G
N
G
N
K
VEFYAFKTFEQPDLP I

V
A
G
D
NLNSATGGTGNGTGGNTTEGGPGNSTCGDGGTASGLVTYPNTGLPTQVI

T
D
QWAVGPGNPSSTAHAV

NTDB id 110832 vm RS16825 WP 001237721.1 SLPAGATYELDMVYYLPISGPANYSVKINNVEYAFTFEQPDLPVANLSTGGNTGGNTGGNTGGGS......TGTVIQWVPGSTAV 1007
NTDB id 1300 VP RS19160 WP 005479129.1 DLPAGGTYELDMVYYLPISGPANYSVISGGKEFAFKFEQPDLPIGDLNAGTGGGGTTEPGSCDTAGLVTYPNLPQTDWAGNPSHA 1019
consensus !!!!*!!!!!!!!!!!!!!!!!!!! !*!! !!!!!!!** ! ! !! ! * ** ****** * ! * ***

logo

K
N
Q
VGDKTVI

T
H
YNGKVCVFYQVANWWTAQ

S
EPG

N
P
S
D
PGSWAETPVCTNQI

T
NWFWKEVTCP

NTDB id 110832 vm RS16825 WP 001237721.1 KVGDTVTYNGKCFVA.....Q..NPPGSWETPTQTNWFWKEVTCP 1045
NTDB id 1300 VP RS19160 WP 005479129.1 NQGDKVIHNGVVYQANWWTASEPGSDGSWATVCNI.......... 1054
consensus !! ! *!! ** !***** ** **!!! !*** **********

X non conserved

X similar

X ≥ 50% conserved


