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NTDB id 110827 ACGHP2 RS19750 WP 368352576.1 MFSFFKKKPAPAPAAEIPSPVPADAAPALPDPMPVSAPAAPEA....GPAAGEAA.GTSGGPGAFGWLRNPFAKSPAPQE 75
NTDB id 1118 NGFG RS11455 WP 003696286.1 MFSFFRRKKKQETPALEEAQVQETAAKVESEVAQIVGNIKEDVESLAESVKGRAESAVETVSGAVEQVKETVAE...... 74
consensus !!!!!**!* * **! * *!* !!* *** ** ** ** **** * ! ! ** *!! ** * ! ******
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NTDB id 110827 ACGHP2 RS19750 WP 368352576.1 PAAPAPPQPGPVTTPVAAVPTPIPVPPPAVQAPVPLPSSMPPAMDAGQERKGWLDRLKNGLRKTG....TSIATVFTGTQ 151
NTDB id 1118 NGFG RS11455 WP 003696286.1 ....MPSEAGEAAERVESAKEAVA...ETVG..EAVGQVQEAVATTEEHKLGWAARLKQGLAKSRDKMAKSLAGVFGGGQ 145
consensus **** !* *!* *! * ******* ! ** *** ** ** !! !!!*!! !* **** !*! !! ! !
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NTDB id 110827 ACGHP2 RS19750 WP 368352576.1 IGDALYDELEEALLMADTGVKATEHLLQDLRRRVKEARATDPAAVKGLLADALSDLLRPLEKPLEIGR.HTPTVIMVAGV 230
NTDB id 1118 NGFG RS11455 WP 003696286.1 IGEDLYEELETVLITGDMGMEATEYLMKDVRGRVSLKGLKDGNELRGALKEALYDLIKPLEKPLVLPETKEPFVIMLAGI 225
consensus !!* !!*!!! !* *! !* !!!*!* !*! !! !* **! ! *!! !!**!!!!!! ** ** ! !!!*!!*
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NTDB id 110827 ACGHP2 RS19750 WP 368352576.1 NGAGKTTSIGKLTRHLATEGAAVLLAAADTFRAAAREQLGVWADRNTVEIVSQEGGDPAAVSFDAVSAGKARGKDVVLVD 310
NTDB id 1118 NGFG RS11455 WP 003696286.1 NGAGKTTSIGKLAKYFQAQGKSVLLAAGDTFRAAAREQLQAWGGRNNVTVISQTTGDSAAVCFDAVQAAKARGIDIVLAD 305
consensus !!!!!!!!!!!! ** ! !!!!!*!!!!!!!!!!! !* !! ! **!! !!*!!!*!!!! !*!!!! !*!! !
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NTDB id 110827 ACGHP2 RS19750 WP 368352576.1 TAGRLPTQLHLMQELQKIKRVITKADGTAPHEVLLVIDGNTGQNALAQVRAFDDALQLTGLIVTKLDGTAKGGVLAAIAQ 390
NTDB id 1118 NGFG RS11455 WP 003696286.1 TAGRLPTQLHLMEEIKKVKRVLQKAIPGAPHEIIVVLDANIGQNAVNQVKAFDDALGLTGLIVTKLDGTAKGGILAALAS 385
consensus !!!!!!!!!!!! !* !*!!!* !! * !!!!***!*!*! !!!!* !!*!!!!!! !!!!!!!!!!!!!!!!*!!!*!
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NTDB id 110827 ACGHP2 RS19750 WP 368352576.1 ERPIPVYFIGVGEKLEDLETFSAREFAQALLA 422
NTDB id 1118 NGFG RS11455 WP 003696286.1 DRPVPVRYIGVGEGIDDLRPFDARAFVDALLD 417
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X non conserved

X similar

X ≥ 50% conserved


