
logo MVEDTASVAALYRSYLTPLDIDINIVGTGRDAI ES IGRREPDL I LLDLRLPDMTGMDVLHYAVKEQKSPDVP IVFMTAHGS I
NTDB id 110815 vm RS09995 WP 081337926.1 MVEDTASVAALYRSYLTPLDIDINIVGTGRDAIESIGRREPDLILLDLRLPDMTGMDVLHAVKQKSPDVPIVFMTAHGSI 80
NTDB id 1157 A1552VC RS03895 WP 001888250.1 MVEDTASVAALYRSYLTPLDIDINIVGTGRDAIESIGRREPDLILLDLRLPDMTGMDVLYAVKEKSPDVPIVFMTAHGSI 80
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!! !!!!!!!!!!!!!!!!

logo DTAVEAMRHGAQDFL IKPCEADRLRVTVNNAIRKASKLKNDVDNKNQNYQGF IGSSQTMQAVYRTIDSAASSKAS I F ITG
NTDB id 110815 vm RS09995 WP 081337926.1 DTAVEAMRHGAQDFLIKPCEADRLRVTVNNAIRKASKLKNDVDNKNQNYQGFIGSSQTMQAVYRTIDSAASSKASIFITG 160
NTDB id 1157 A1552VC RS03895 WP 001888250.1 DTAVEAMRHGAQDFLIKPCEADRLRVTVNNAIRKASKLKNDVDNKNQNYQGFIGSSQTMQAVYRTIDSAASSKASIFITG 160
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo ESGTGKEVCAEAIHAASKRGDKPF IA INCAAIPKDL I ESELFGHVKGAFTGAATERQGAAEAADGGTLFLDELCEMDLDL
NTDB id 110815 vm RS09995 WP 081337926.1 ESGTGKEVCAEAIHAASKRGDKPFIAINCAAIPKDLIESELFGHVKGAFTGAATERQGAAEAADGGTLFLDELCEMDLDL 240
NTDB id 1157 A1552VC RS03895 WP 001888250.1 ESGTGKEVCAEAIHAASKRGDKPFIAINCAAIPKDLIESELFGHVKGAFTGAATERQGAAEAADGGTLFLDELCEMDLDL 240
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo QTKLLRF IQTGTFQKVGSSKMKSVDVRFVCATNRDPWKEVQEGRFREDLYYRLYVIPLHLPPLRARGDDVI E IAYSLLGF
NTDB id 110815 vm RS09995 WP 081337926.1 QTKLLRFIQTGTFQKVGSSKMKSVDVRFVCATNRDPWKEVQEGRFREDLYYRLYVIPLHLPPLRARGDDVIEIAYSLLGF 320
NTDB id 1157 A1552VC RS03895 WP 001888250.1 QTKLLRFIQTGTFQKVGSSKMKSVDVRFVCATNRDPWKEVQEGRFREDLYYRLYVIPLHLPPLRARGDDVIEIAYSLLGF 320
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo MSKEEGKDF IVRLSAEVVERFRHQYEWPGNVRQLQNVLRNVVVLNEGRE ITLDMLPPPLNQMPSAEP I
VNRALPLAHNENKVVSVH

NTDB id 110815 vm RS09995 WP 081337926.1 MSKEEGKDFIRLSAEVVERFRHYEWPGNVRQLQNVLRNVVVLNEGREITLDMLPPPLNQMPEPVNRALPLANENKVVSVH 400
NTDB id 1157 A1552VC RS03895 WP 001888250.1 MSKEEGKDFVRLSAEVVERFRQYEWPGNVRQLQNVLRNVVVLNEGREITLDMLPPPLNQMSAPINRALPLAHENK.VSVH 399
consensus !!!!!!!!!*!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!* !*!!!!!!!*!!!*!!!!

logo E I FPLWMTEKQAI EKQAI EACDGNIPRAATYLDVSPSTIYRKLQATWNEKVKEKEKER
NTDB id 110815 vm RS09995 WP 081337926.1 EIFPLWMTEKQAIKQAIEACDGNIPRAATYLDVSPSTIYRKLQAWNEKVKEKEKER 456
NTDB id 1157 A1552VC RS03895 WP 001888250.1 EIFPLWMTEKQAIEQAIEACDGNIPRAATYLDVSPSTIYRKLQTWNEKVKEKEKER 455
consensus !!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!
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