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NTDB id 110814 ACGHP2 RS02515 WP 368353858.1 LTDYLHRQALSLRLSEVDRAALRFLIESLNDDGYLDESLEALAVALAGEEDPEQVEELVHRFTVALRLLQSLEPVGVGAR 237
NTDB id 1425 RS RS02020 WP 011000369.1 QREFLMEQLAPLKLSPRDKGLVIFLIESLDDEGYLTGSLDEILADLPA.....ELEVELDELQAALRMLQSFDPAGIGAR 218
consensus **!* ! *!*!!* !** * !!!!!! !*!!! !!* * !******* *! ** !!!*!!! *! !*!!!

logo

G
S
A
L
A
SECLMATLQLQRARLDQESDPAGDKAEPEVLPQALALRTICVNSQHPLELMLAARRDVYRTRLAKKQAGCLGSAVDSDEEGCELTKRAAHMAEL IARRSLAEPFRPGHRAFAGQRAVEAR

NTDB id 110814 ACGHP2 RS02515 WP 368353858.1 GLSECMALQLRALQEDGDAEPEVLQAALRICSQPLEMLARRDVRRLAQGCGASEECTRAAMALIARLEPRPGRAFAQVER 317
NTDB id 1425 RS RS02020 WP 011000369.1 SAAECLTLQLQRLDSPAK......PLALTIVNQHLELLAARDYTRLKKALSVDDGELKAAHELIRSLAPFPGHAFGRAEA 292
consensus !!* !!! ! ** ******* !! !* ! !!*!! !! !! ** * * *!!* !! ! ! !!*!!* !

logo

D
N
F
I
I
VVPDVI

VVKRKSTSGRGAAAHAGFWMTAVQLNPDVMPRLR I
V
H
NDI

MYAGQAI LRGSNSRGEGESGAHAQANLQQKRLQEARWFL IKNIQQRFDTI LRVS
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NTDB id 1425 RS RS02020 WP 011000369.1 QAIVERQKSFFTHGEIAMRPLVLREIADTLGLHESTISRVTTNKYMATPMGTFELKYFFGSHVSTETGGAASSTAIRALI 447
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