logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id

110812 ACGHP2 RS01655 WP 368353733.1

125
509
279
238
204
169
537

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id

110812 ACGHP2 RS01655 WP 368353733.

125
509
279
238
204
169
537

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id

110812 ACGHP2 RS01655 WP 368353733.

125
509
279
238
204
169
537

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id

110812 ACGHP2 RS01655 WP 368353733.

125
509
279
238
204
169
537

consensus

BSU 00870 NP 387968.1

SM12261 RS00130 WP 078228442.1
KZH43 RS00140 WP 074017595.1
SPD RS00140 WP 074017595.1

SPR RS00140 WP 074017595.1

SP RS00155 WP 074017595.1
SMSK321 RS07120 WP 080550752.1

BSU 00870 NP 387968.1

SM12261 RS00130 WP 078228442.1
KZH43 RS00140 WP 074017595.1
SPD RS00140 WP 074017595.1

SPR RS00140 WP 074017595.1

SP RS00155 WP 074017595.1
SMSK321 RS07120 WP 080550752.1

BSU 00870 NP 387968.1

SM12261 RS00130 WP 078228442.1
KZH43 RS00140 WP 074017595.1
SPD RS00140 WP 074017595.1

SPR RS00140 WP 074017595.1

SP RS00155 WP 074017595.1
SMSK321 RS07120 WP 080550752.1

BSU 00870 NP 387968.1

SM12261 RS00130 WP 078228442.1
KZH43 RS00140 WP 074017595.1
SPD RS00140 WP 074017595.1

SPR RS00140 WP 074017595.1

SP RS00155 WP 074017595.1
SMSK321 RS07120 WP 080550752.1

1

1

1

Aoy QSRR QISSPUEEVRUAEVRAARVSLTCE TR MLABYTSIMARTHTE

INEINo AT NIl LA S AEMGPGK N YR TPQHAGLAQSQP VTP ANERA VARTA GIE

.VQTVQ)eZSPET SHE SEEPRMKT LG
MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNARVSL T GE s KTKPMKLAEVTSINVNRTKTEME
MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNARVSL T GE [ KTKPMKLAEVTSINVNRTKTEME
MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNARVSLTGE s KTKPMKLAEVTSINVNRTKTEME
MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNARVSLTGE [ KTKPMKLAEVTSINVNRTKTEME
MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNARVSL T GE [ KTKPMKLAEVTSINVNRTKTEME
MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNARVSLTGE [ KTKPMKLAEVTSINVNRTKTEME

PUEkDksk bk bk k| [ * 11 k ok ok sk ok ok |okokokokok ok * *

AL WU P O NG e ek

EFNRVLGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQVH
EFNRVLGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQVQ

GTVLYVSGEESAQQIKLRAERLGDIDSEFYLYAETNMQS
GTVLYVSGEESAQQIKLRAERLGDIDSEFYLYAETNMQS
GTVLYVSGEESAQQIKLRAERLGDIDSEFYLYAETNMQS
GTVLYVSGEESAQQIKLRAERLGDIDSEFYLYAETNMQS
GTVLYVSGEESAQQIKLRAERLGDIDSEFYLYAETNMQS
GTVLYVSGEESAQQIKLRAERLGDIDSEFYLYAETNMQS
......................... *k 1] PUE sk Do D Dok DD D skokokooskokk 1k *

VRAEVERIQ LRI B SN0V SURRYTEL cu WTaa ENCATRE 7L R DT

VRIEVERIQPDFLIIDSIQTIMSPEISGVQGSVSQVREVTAELMQLAKTNNIAIFIVGHVTKEGTLAGPRMLEHMVDTVL
VRAEVERIQPDFLIIDSIQTIMSPEISGVQGSVSQVREVTAELMQLAKTNNIAIFIVGHVTKEGTLAGPRMLEHMVDTVL
VRAEVERIQPDFLIIDSIQTIMSPEISGVQGSVSQVREVTAELMQLAKTNNIAIFIVGHVTKEGTLAGPRMLEHMVDTVL
VRAEVERIQPDFLIIDSIQTIMSPEISGVQGSVSQVREVTAELMQLAKTNNIAIFIVGHVTKEGTLAGPRMLEHMVDTVL
VRAEVERIQPDFLIIDSIQTIMSPEISGVQGSVSQVREVTAELMQLAKTNNIAIFIVGHVTKEGTLAGPRMLEHMVDTVL
VRAEVERIQPDFLIIDSIQTIMSPEISGVQGSVSQVREVTAELMQLAKTNNIAIFIVGHVTKEGTLAGPRMLEHMVDTVL

Hookokof ook ok | ko ok * % rrrerrn Do Dok D1 Dok |

EFNRVLGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQVQ
EFNRVLGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQVR
EFNRVLGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQVQ

EFNRVLGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQVRE
S

(E EaTRIAA ST

YFEGERHHTFRILRAVKNRFGSTNEIGIFEMQSGGLVEVLNPSQVFLEERLDGATGSSIVVTMEGTRPILAEVQALVTPT
YFEGERHHTFRILRAVKNRFGSTNEIGIFEMQSGGLVEVLNPSQVFLEERLDGATGSSIVVTMEGTRPILAEVQALVTPT

G5 LVEVLIF Sy R Ss  ECTR b

VTIREGTRP LWUE QALV|)NE

YFEGERHHTFRILRAVKNRFGSTNEIGIFEMQSGGLVEVLNPSQVFLEERLDGATGSSIVVTMEGTRPILAEVQALVTPT
YFEGERHHTFRILRAVKNRFGSTNEIGIFEMQSGGLVEVLNPSQVFLEERLDGATGSSIVVTMEGTRPILAEVQALVTPT
YFEGERHHTFRILRAVKNRFGSTNEIGIFEMQSGGLVEVLNPSQVFLEERLDGATGSSIVVTMEGTRPILAEVQALVTPT
YFEGERHHTFRILRAVKNRFGSTNEIGIFEMQSGGLVEVLNPSQVFLEERLDGATGSSIVVTMEGTRPILAEVQALVTPT

S S I R O e I O I B B I I ey o Ry R R R e N R Y Y N

160
158
154
154
154
154
154
154

240
238
234
234
234
234
234
234

320
318
314
314
314
314
314
314



FARTT L) ALERELLIONDALH WIE LA

NTDB id 110812 ACGHP2 RS01655 WP 368353733.1 399

ASSYKDK LNKAELEI]: E
NTDB id 125 BSU 00870 NP 387968.1 398

NTDB id 509 SM12261 RS00130 WP 078228442.1 MFGNAKRTTTGLDFNRASLIMAVLEKRAGLLLQNQDAYLKSAGGVKLDEPAIDLAVAVAIASSYKDKPTNPQECFVGELG 394

NTDB id 279 KZH43 RS00140 WP 074017595.1 MEGNAKRTTTGLDFNRASLIMAVLEKRAGLLLONQDAYLKSAGGVKLDEPAIDLAVAVAIASSYKDKPTNPQECFVGELG 394
NTDB id 238 SPD RS00140 WP 074017595.1 MFGNAKRTTTGLDFNRASLIMAVLEKRAGLLLQNQDAYLKSAGGVKLDEPAIDLAVAVAIASSYKDKPTNPQECFVGELG 394
NTDB id 204 SPR RS00140 WP 074017595.1 MEGNAKRTTTGLDFNRASLIMAVLEKRAGLLLONQDAYLKSAGGVKLDEPAIDLAVAVAIASSYKDKPTNPQECFVGELG 394
NTDB id 169 SP RS00155 WP 074017595.1 MEGNAKRTTTGLDFNRASLIMAVLEKRAGLLLONQDAYLKSAGGVKLDEPAIDLAVAVATIASSYKDKPTNPQECFVGELG 394
NTDB id 537 SMSK321 RS07120 WP 080550752.1 MFGNAKRTTTGLDFNRASLIMAVLEKRAGLLLQONQDAYLKSAGGVKLDEPAIDLAVAVATIASSYKDKPTNPQECFVGELG 394
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NTDB id 110812 ACGHP2 RS01655 WP 368353733.1 459
NTDB id 125 BSU 00870 NP 387968.1 . 458
NTDB id 509 SM12261 RS00130 WP 078228442.1 LTGEIRRVNRIEQRINEAAKLGFTKIYVPKNSLTGITjy PKEIQVIGVTTIQEVLKKVFA 453
NTDB id 279 KZH43 RS00140 WP 074017595.1 LTGEIRRVNRIEQRINEAAKLGFTKIYVPKNSLTGIT PKEIQVIGVTTIQEVLKKVF AR 453
NTDB id 238 SPD RS00140 WP 074017595.1 LTGEIRRVNRIEQRINEAAKLGFTKIYVPKNSLTGIT PKEIQVIGVTTIQEVLKKVF AR 453
NTDB id 204 SPR RS00140 WP 074017595.1 LTGEIRRVNRIEQRINEAAKLGFTKIYVPKNSLTGIT PKEIQVIGVTTIQEVLKKVF AR 453
NTDB id 169 SP RS00155 WP 074017595.1 LTGEIRRVNRIEQRINEAAKLGFTKIYVPKNSLTGIT PKEIQVIGVTTIQEVLKKVF AR 453
NTDB id 537 SMSK321 RS07120 WP 080550752.1 LTGEIRRVNRIEQRINEAAKLGFTKIYVPKNSLTGIT|JPRIEIQVIGVTTIQEVLKKVFE A 453
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