logo

NTDB id 374 SMU RS06885 WP 002262930.1

NTDB id 1108020 ACN19N RS12090 WP 004652356.1
NTDB id 1047 HON27 RS03110 WP 000389061.1
NTDB id 1417 SGL RS04200 WP 014407071.1
consensus

logo

NTDB id 374 SMU RS06885 WP 002262930.1

NTDB id 1108020 ACN19N RS12090 WP 004652356.1
NTDB id 1047 HON27 RS03110 WP 000389061.1
NTDB id 1417 SGL RS04200 WP 014407071.1
consensus

logo

NTDB id 374 SMU RS06885 WP 002262930.1

NTDB id 1108020 ACN19N RS12090 WP 004652356.1
NTDB id 1047 HON27 RS03110 WP 000389061.1
NTDB id 1417 SGL RS04200 WP 014407071.1
consensus

logo

NTDB id 374 SMU RS06885 WP 002262930.1

NTDB id 1108020 ACN19N RS12090 WP 004652356.1
NTDB id 1047 HON27 RS03110 WP 000389061.1
NTDB id 1417 SGL RS04200 WP 014407071.1
consensus

e BB B T e St L, YR e
? kookokkokokok |okokokokokokok  oskokok Dokokok Dokokokokok Dok [ Dok I D 1ok | okokokokk | |****|***l***EV*EE**§2§§

kok Dok D hok Dok Dokok D Dskokok Dokokok | Dok Dok D1 Dok | D okokoskok sk kokox

KKRCTEVEL THREFELLHHLATHTCQVVTREHLLETVWCYDYFCDVRTVDVTVRRLREKIEDTPSRPEY I LTRRGVEYY
KKRGTEVELTHREFELLHHLATHTGQVMTREHLLETVWGYDYFGDVRTVDVTVRRLREKIEDTPSRPEYILTRRGVGYYM

KSYD

KSYD 235
127
127
121

X non conserved
B similar
> 50% conserved

151
127
127
121

231
127
127
121



