
logo MKRNKQSHAGIVLIFASR I
R
Q
L
F
G
I
S
L
I
M
A
G
L
T
V
A
I
L
V
S
A
Y
A
I
S
A
L
M
I
F
S
M
A
M
Q
P
V
A
Y
A
L
S
K
L
A
A
D
Q
A
N
V
A
D
S
I
L
M
E
I
T
K
S
N
L
V
I
D
K
V
V
P
A
L
M
A
N
P
S
Q

I
L
A
P
D
E
G
D
N
Q
R
G
V
T
R
E
L
I
D
K
R
F
I
L
V
Q
MFDSNEKGPLLVPAKPQALQPARQGSAFYI

T
Q
I
T
L
Q
E
K
N
QPPASR I

L
A
V
I LDLF IPDGSKVTADGQMNQNQGKI

L
A
G
P
K
SDKT

Q
NTDB id 1284 ACE17W RS12370 WP 010946666.1 MRKIIAILIL..ISASLSMAYSKDNSLISVKVLPLPENRVRIDFQFSKPLKQLPASFITQKPPRLVLDFISTDMQIPSDQ 78
NTDB id 1193 PAKAF RS26665 WP 003161249.1 MNSGLSRLGIALLAA.MFAPALLAADLEKLDVAALPGDRVELKLQFDEPVA.APRGYTIEQPARIALDLPGVQNKLG..T 76
NTDB id 1108003 ACN19N RS01370 WP 420002342.1 MNHAFRQFSMGVVAIAIMQAASAQVSMTNIVPMSLADQGTEIRIMFNGLPP.QPQAYQLEQPSRLILDFDKTQQNLK..Q 77
NTDB id 1009 ACIAD RS15175 WP 004923730.1 MKQIIRQFSIGTVAYAIMQVASAQVAITNVVPMNIPGQGTEIRVMFNGLPP.QPQAYQLEQPARLILDFDKAGQKLA..K 77
NTDB id 1052 ABD1 RS15850 WP 001017033.1 MNHVFRQFSMGAVAIAIMQAASAQVSMTNIVPMQIAGQGTEIRVMFNGLPP.QPQAYQLENPSRLILDFDKAQQGLK..Q 77
NTDB id 1039 H0N27 RS01460 WP 031993779.1 MNHVFRQFSMGAVAIAIMQAASAQVSMTNIVPMQIAGQGTEIRVMFNGLPP.QPQAYQLENPSRLILDFDKAQQGLK..Q 77
consensus !* * ****** ** ****************** * *********!***** *!*******! !**!!*** ** * *

logo

A
K
S
L
N
S
T
K

K
R
I
E
T
P
S

I
L
V
Q
T
A
S

L
V
T
G
N
N
S
E
L
T
A
H
R
S
T
S
Y
I
V
N
T
D
I
V
A
S
T
V

E
A
S
A
V
D
G
K
D
K
D
QRATVSRAVL ITVI

L
V
E
NLDTKERTDLSTASVGSAYFSTGTSRTVAEGSNI

N
V
T
L
Y
F
F
S
I
V
LVKLVIGNAGNS IKSVAPSQANPSTDGTVSLANAFSTKEVANSKTAPVKASPAPASYAEQAVPFIR I

K
N
V
L

T
A
P
K
N
T
V

P
Q
S
V
A
Y
S
V

NTDB id 1284 ACE17W RS12370 WP 010946666.1 KTKTIQLGSLHSYNIVAVGDRVRAILELDRSVSYSGSTAGSIYSLVLNGKSNDLFENSK.............EVFITNQV 145
NTDB id 1193 PAKAF RS26665 WP 003161249.1 KNRELSVGNTRSVTVVEAKDRTRLIINLTTLSSYTTRVEGNNLFVVVGNSPAGASVASTAPVKASPAPASYAQPIKPKPY 156
NTDB id 1108003 ACN19N RS01370 WP 420002342.1 ASIPVSTNEASTIDVAADDQRSRLVVNLKEAGAFTTRVEGNTFILKINAVQPVNA..................ARNATVV 139
NTDB id 1009 ACIAD RS15175 WP 004923730.1 SLIPVTTNEASSIDVSSDDKRARVVVNLKDAGAFTTRVEGNVFILKINNIQSTAT..................P.VATSA 138
NTDB id 1052 ABD1 RS15850 WP 001017033.1 SKISVATNEASSVDVTSDDQRSRLTVNLKDAGAFTTRVEGNTFILKINSAQTSNK..................P.LPVVS 138
NTDB id 1039 H0N27 RS01460 WP 031993779.1 SKISVATNEASSVDVTSDDQRSRLTVNLKDTGAFTTRVEGNTFILKINSAQTSNK..................P.LPVVS 138
consensus * * ********* ** !*!****!** ********!* ****** * * *

logo

P
R
V
K
N
P
A
A
P
Q

G
K
P
Q

H
R
Q
A
E
GI
V
G
K
R
S
R
NIDGFRQGR I

G
A
E
S

K
Q
Q
G
G
EGNRLVLVI

VDVLQSLDGPTSGTNI
L
T
S
P
I
P
VDI

V
T
Q
E
Q
V
QGGKSEKI

V
R
V
L
V
I
D
N
RF
T
A
L
M
P
I

K
N
G
I
N
T
Q
K
L
IPDLTANHLMRAKVRRYLDNTVKSTNDFHASTPVAQSFISVINTDMSAQSYAQNEQDSGKDKSGKRNVTVG

NTDB id 1284 ACE17W RS12370 WP 010946666.1 VNAKHEIKRIDFRGIEKQGGRVLIDVSDTGIPIDVTQVGKEIVVNFLNTKIPLNLMKRYDVSDFHSPVQIITMQQEGKKV 225
NTDB id 1193 PAKAF RS26665 WP 003161249.1 VPAGRAIRNIDFQRGEKGEGNVVIDLSDPTLSPDIQEQGGKIRLDFAKTQLPDALRVRLDVKDFATPVQFVNASAQSDRT 236
NTDB id 1108003 ACN19N RS01370 WP 420002342.1 RKPQQGVSNIGFQRGAQGEGLVVVDLLGSNTPVDVQQQGSKIVIRTMGNKIPTHLARRLNTNDFATPVASVDAYNDKGNG 219
NTDB id 1009 ACIAD RS15175 WP 004923730.1 PAPQQGIGNIGFQRGAQGEGLVVIDLQGTNTPVDVQQQGSKVVVRFPGIKIPTHLARRLNTTDFATPVASIDSYNDGSNG 218
NTDB id 1052 ABD1 RS15850 WP 001017033.1 .AQPQGVSNIGFQRGSQGEGLVVVDLLGSNTPVDVQQQGSKVVIRTIGTKIPTHLARRLNVNDFATPVSSIDAYNDKGVG 217
NTDB id 1039 H0N27 RS01460 WP 031993779.1 .AQPQGVSNIGFQRGSQGEGLVVVDLLGSNTPVDVQQQGSKVVIRTIGTKIPTHLARRLNVNDFATPVSSIDAYNDKGVG 217
consensus *** *!*!*** ***!*!**!* ******!****!****** *****!**!**!*** !!**!! ******* *

logo

R
S
V
M
I
S
TI ELQPSAKTSGDLSYDGEHYFLMVAYQTVADNEKNQRKFLMTVIDS IVLFKPRLMPETQATDNEKDESVNAIRSVERLPQRTAKNRSSKLALKYDNKAKNTFPQAVNFYSTGEKNRKI

LSLNDFQNDIDSE I
VRASRVLQL ILADFTDNSGLINLMVTVASADKTSVQG

NTDB id 1284 ACE17W RS12370 WP 010946666.1 RMTILSKGDYGHFVYQVNKQFMVDVFPLTAEEIRQAKLKKQVFTGKRISLNFQNISIRAVLQLLADFTGINMVVSDKVQG 305
NTDB id 1193 PAKAF RS26665 WP 003161249.1 SITIEPSGLYDYLVYQTDNRLTVSIKPMTTEDAERRKKDNFAYTGEKLSLNFQDIDVRSVLQLIADFTDLNLVASDTVQG 316
NTDB id 1108003 ACN19N RS01370 WP 420002342.1 VITIQSAGSYEYMAYQAENKLTISLKRPEDKSS.PK.AKAQVYTGNKISLDFQDIEVRRVLQLLADFTSINMVAADTVQG 297
NTDB id 1009 ACIAD RS15175 WP 004923730.1 VISIQSTGSYEYMAYQAENKLTISLKRPQDNVR.LNSKNNQNYTGKKISLDFQDIEVRRVLQLLADFTNINMVTADSVQG 297
NTDB id 1052 ABD1 RS15850 WP 001017033.1 VITIQSSGSYEYMAYQAENKLTISLKRPQDKNV.TSLYKTPNYSGNKLSLDFQDIEVRRVLQLLADFTGINMVAADSVQG 296
NTDB id 1039 H0N27 RS01460 WP 031993779.1 VITIQSSGSYEYMAYQAENKLTISLKRPQDKNV.TSLYKTPNYSGNKLSLDFQDIEVRRVLQLLADFTGINMVAADSVQG 296
consensus ***!***!*!****!!************ * * **! **!!*!!*!**!*!!!!*!!!! *!*!**!*!!!

logo

D
NITLHRLNQKNDI

VPWDQALDLIVI LTKTQKGNLDKRKRKLNGNVLMI LWVIDATPAKVDSASE I
M
L
A
D
I
A
K
M
R
A
SEREDQEQELAEKSAI

Q
V

K
Q
A
T
Q
I
S
A
E
I
T
V

E
KLEAP I

L
R
Q
R
S
T
D
ELYIKLQI

V
L
S
N
KYAKAGADI ELAMVGKLFI

NTDB id 1284 ACE17W RS12370 WP 010946666.1 DITLRLNDIPWDQALDIILTTQGLDKRRKGNVMLIDTKASMDKMEEEQLKSQQTIEKLEPIRSDLIQINYAKAADIAVLI 385
NTDB id 1193 PAKAF RS26665 WP 003161249.1 NITLRLQNVPWDQALDLVLKTKGLDKRKLGNVLLVAPADEIAARERQELEAQKQIAELAPLRRELIQVNYAKAADIAKLF 396
NTDB id 1108003 ACN19N RS01370 WP 420002342.1 NITLRLKDVPWDQALDIVLKTKNLDKRRNGNVIWIAPVSELIKSEEEEAKAIAQSIKLAPIQTEYIKLSYAKAADILKLI 377
NTDB id 1009 ACIAD RS15175 WP 004923730.1 NITLHLKDVPWDQALDIILKTKNLDKRRNGNVIWIAPVSELIKSEEDEAKAIAQSTKLAPLQTEYILLKYAKAADIEKLI 377
NTDB id 1052 ABD1 RS15850 WP 001017033.1 NITLRLKDVPWDQALDIILKTKNLDKRRNGNVIWIAPVAELIKAEEEEAKAVAQSVKLAPLQTEYIQLKYAKAGDIMGLI 376
NTDB id 1039 H0N27 RS01460 WP 031993779.1 NITLRLKDVPWDQALDIILKTKNLDKRRNGNVIWIAPVAELIKAEEEEAKAVAQSVKLAPLQTEYIQLKYAKAGDIMGLI 376
consensus *!!!*!***!!!!!!!**!*!**!!!!**!!!****** **** !********** *!*!*****!** !!!!*!! !*



logo

E
K
Q
T
S
D
Q
K
S
V
G
Q
T
R
S

D
S
N
D
S
N
K
G
S
A
G
T
N
A
Q
S
G
E
N
S
L
Q
S
H
N
R
T
T
SGGGTSTSTNGLSNATTGTVENDPSDLSGDLNASNLVEGGTSKLELGSDGSPRGKSTAIVSTALQVDAPTDRTNSTI

L
W
I
A
V
I
Q
Y
N
Q
D
A
P
T
G
Q
S
A
E
T
V
Q
N
R
K
S

L
I
E
D
K
E
Q
L
V
IRERKI

L
M
V
I
K
S
D
Q
LLDI

V
S
Q
PVRKQV

NTDB id 1284 ACE17W RS12370 WP 010946666.1 KDKQN...............................SLLSDRGKISVDARTNTIWIQDTGTKIEEVRELIKQLDIPVKQV 434
NTDB id 1193 PAKAF RS26665 WP 003161249.1 QSVTSDGGQE..........................GKEGGRGSITVDDRTNSIIAYQPQERLDELRRIVSQLDIPVRQV 450
NTDB id 1108003 ACN19N RS01370 WP 420002342.1 EDSRDNKAASSNRT.............TNSDSLALESLLSSRGSAVADTRTNTLIVNDAAVNIDKIRKLIDLLDVSVKQV 444
NTDB id 1009 ACIAD RS15175 WP 004923730.1 TQGRNSGTSNSN.........TNGSATVEPLGDSVGTLLSPRGTISLDPRTNTLIINDTSQKIDQIRKMIDLLDIPVKQV 448
NTDB id 1052 ABD1 RS15850 WP 001017033.1 TQGSNNSNGLQHTSGGGTSTSTNLNTGVDSLGNNVGSLLSPRGTITQDDRTNTLIINDTAQSIDQIRKMIDLLDVQVKQV 456
NTDB id 1039 H0N27 RS01460 WP 031993779.1 TQGSNNSNGLQHTSGGGTSTSTNLNTGVDSLGNNVGSLLSPRGTITQDDRTNTLIINDTAQSIDQIRKMIDLLDVQVKQV 456
consensus * * **** !!*** ! !!!******** ** *!*****!!* !*!!

logo

L
MVI EAR IVSERVANTSKVTGDSYFDSTQKDSE I

M
LGI

VRKWGGVIASLRYSHPQKTGGHI LNTQWNSGSNSNDNTLLEGVYGAGKNSDEGLTNTI
LWGNI

L
K
R
D
K
N
E
E
P
DGMAD

N
T
K

C
R
S
K
G
N
D
P
S
E
D
I
T
A
TGSTGACGWYPTKAFYENPTTVITVGPLTSEKRSPPDRSNPLFNLVDLAGA

NTDB id 1284 ACE17W RS12370 WP 010946666.1 LIEARIVEVTKDFSQDIGIRWGVSRPTHLSG..TLEGANEL...........AR....GTAPANVVPLER..RLNLDLAA 495
NTDB id 1193 PAKAF RS26665 WP 003161249.1 MIEARIVEANVGYDKSLGVRWGGAYHKGNWS....GYGKDGNI.GIKDEDGMNCGPIAGSCTFPTTGTSKSPSPFVDLG. 524
NTDB id 1108003 ACN19N RS01370 WP 420002342.1 MIEARIVSASTDFTKEMGVKWGILSQGITSNNDLLVGGSDTTLWNLRKP...TKDSDTGGWKYEI...ERPDNLNVDLG. 517
NTDB id 1009 ACIAD RS15175 WP 004923730.1 MIEARIVRATTSFSKEMGVKWGILSQGINQNSNLLVGGSETTLWNLRNP...DSN.....GTYTI...ERPDNLNVDLG. 516
NTDB id 1052 ABD1 RS15850 WP 001017033.1 MVEARIVRASTSFTKELGVKWGILSQGITNNNNLLVGGSETTLWNLREP...KKDETTGGYKYTI...ERPDNLNVDLG. 529
NTDB id 1039 H0N27 RS01460 WP 031993779.1 MVEARIVRASTSFTKELGVKWGILSQGITNNNNLLVGGSETTLWNLREP...KKDETTGGYKYTI...ERPDNLNVDLG. 529
consensus **!!!!! *** *****!**!!****** * ************** * * * * * ********!!*

logo

APLTGA
V
A
K
T
V
S

D
N
T
A
T
P
A
G
S
T
A
V
G
S
R
G
S IGAI

L
F
A
G
F
K
L
L
I SNTLMDSNDI

F
I
L
MLDLQELSAMVLEQKSAETDGNRYAGE I

L
V
V
I SQSTPRKLVI

V
M
S
T
S
T
A
N
D
Q
K
E
Q
A
K
S
TAVKI

V
E
L
S
A
K
S
TGEKSVQRQE I

VPYAQTESSATSTGSNNSGAAGDSGATPTAAKSTVTAESF
NTDB id 1284 ACE17W RS12370 WP 010946666.1 APLTGATPASVGIALAKL.NDNILLDLELSALESEGRAELISSPRLITTNQQAAVIESGEEIPYQEATSSG...ATAVAF 571
NTDB id 1193 PAKAF RS26665 WP 003161249.1 ....AKDA.TSGIGIGFI.TDNIILDLQLSAMEKTGNGEIVSQPKVVTSDKETAKILKGSEVPYQEASSSG...ATSTSF 595
NTDB id 1108003 ACN19N RS01370 WP 420002342.1 ....AVTPGASRIAFGLISLSDFMLDLELSAVQADGYGEVISTPKVMTADKQSAKISSGKRIPYATSSGN...DGPKTEF 590
NTDB id 1009 ACIAD RS15175 WP 004923730.1 ....VTTTGASSIAFGLISLSDFMLDLELSALQADGYGEVISTPKVMSADKQKAKVATGVEVPYQSTTNSAAGSTATTSF 592
NTDB id 1052 ABD1 RS15850 WP 001017033.1 ....VSNP.AGSIAFGLISMSDFMLDLELSALQADGYGEVISTPKVMTADKQTAKVATGQQVPYQSTTNSAAGSTATTSF 604
NTDB id 1039 H0N27 RS01460 WP 031993779.1 ....VSNP.AGSIAFGLISMSDFMLDLELSALQADGYGEVISTPKVMTADKQTAKVATGQQVPYQSTTNSAAGSTATTSF 604
consensus * * !***********!!!*!!!****!**!**!*!*********!** *! *!!**** ** ***!

logo

V
K
K
E
DAAVLLSLDKENVTPNQS ITPEDNGRKVI IMLQLVMDEKVLKQDNVIANSTNQKDATS IQPVDNASNPSYGQNPQYAMTAFLQPLTNGQVEAPLAPTI IL INTKKNTNEVIQNATKNI

VLVDNDNGQETI
V
I
V
I
LGGI

V
Y
F
K
S
E
N
Q
D
E
T
K
N
Q
T
I
S
M
N

K
N
A
V
S
I
V
Q
E
N
T
R
K
I
VPFFLG

NTDB id 1284 ACE17W RS12370 WP 010946666.1 KKAVLSLKVTPQITPDGKILMDLQINQDTPSP.QTFLGVPAIITKEIQTNVLVNNGQTIVLGGIYKQDKNKVINRIPFFG 650
NTDB id 1193 PAKAF RS26665 WP 003161249.1 KEAALSLEVTPQITPDNRIIVEVKVTKDAPDYQNMLNGVPPINKNEVNAKILVNDGETIVIGGVFSNEQSKSVEKVPFLG 675
NTDB id 1108003 ACN19N RS01370 WP 420002342.1 VDAVLSLDVTPSITPEGKVMLKLNITKDSQSN.PTPTGQLTINKNEINTNVLVDNGETVVLGGIFEQENINSQTKVPFLG 669
NTDB id 1009 ACIAD RS15175 WP 004923730.1 KEALLSLEVTPNITPDGKILMELNIANDSINS.YAQNGEAILNKNTINTNVLVNNGETVVLGGVFEQTTNNAVTKVPFLG 671
NTDB id 1052 ABD1 RS15850 WP 001017033.1 KDALLSLNVTPSITPDGKIQMKLDISKDSVAG.AAPNGELILNKNNINTNVLVDNGETVILGGVFEQTTMNSQTKVPFFG 683
NTDB id 1039 H0N27 RS01460 WP 031993779.1 KDALLSLNVTPSITPDGKIQMKLDISKDSVAG.AAPNGELILNKNNINTNVLVDNGETVILGGVFEQTTMNSQTKVPFFG 683
consensus **!*!!! !!! !!!****** * ***!* *! **** *****!! *!*!***!!**** ** ***!! !

logo

E
D
I
LPVYLVGI

K
R
F
LFKSRRNKRTDAQRTVI

V
KS
T
E
L
D
A
K
R
T
D

N
K
E
R
N
QELLVI F ILVTPR I IMVTNNDAQTAIL ISTVAAGIR I

T
N
G
T
H
I
R
EGREKDVYK

NTDB id 1284 ACE17W RS12370 WP 010946666.1 ELPVVGILFSNRQITLKNEELLIFITPRIITNALSITTIEGREKDVYK 698
NTDB id 1193 PAKAF RS26665 WP 003161249.1 ELPYLGRLFRRDTVTDRKNELLVFLTPRIMNNQAIAIGR......... 714
NTDB id 1108003 ACN19N RS01370 WP 420002342.1 DLPYLGKFFRNDRKTDTKRELLIFVTPRIVNDTLTRNH.......... 707
NTDB id 1009 ACIAD RS15175 WP 004923730.1 DLPYVGRLFKKTAKSEAKNELLIFVTPRIVNDTIVGNH.......... 709
NTDB id 1052 ABD1 RS15850 WP 001017033.1 DIPVVGRLFRKDVKSDDKQELLIFVTPRIVNDTLARNH.......... 721
NTDB id 1039 H0N27 RS01460 WP 031993779.1 DIPVVGRLFRKDVKSDDKQELLIFVTPRIVNDTLARNH.......... 721
consensus **! *!**!*** *** **!!!*!*!!!!***** **



X non conserved

X similar

X ≥ 50% conserved


