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VFAMTPVPLQSFQNYSASASHQLRKNSPFLMPSSLAAELKI
NTDB id 1013 ACIAD RS15180 WP 004923726.1 .....MNNKILWLG.LVILGLSGCDSRIDAIHQEMATIRNQPPLPIEPAPVFMPVPSFQYSASQLRNPFLPSSLAAELKI 74
NTDB id 1108002 ACN19N RS01365 WP 241306541.1 .....MTSYKLLCGLLISLVLVGCDSRIDAVNQQMADIRNQQPLPIEPAPVFAPVPLFNYASHQLKSPFMPSSLAAELKI 75
NTDB id 1057 ABD1 RS15855 WP 000695065.1 MKIKQITLYVLAC.....AVLVGCDSRIDAVNQEMANIRNQPPLPIEPAPIFTPVPQFNYAAHQLKSPFMPSSLAAELKI 75
consensus ** **! ** ** **!*!!!!!!!!**!*!! !!!!*!!!!!!!!*! !!! !*!***!!**!!*!!!!!!!!!!
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NTDB id 1013 ACIAD RS15180 WP 004923726.1 MSGKRVYPNLARPKQPLESYALESLTMKGSMRKINAQIMALIQTPDNEIERVQVGNYIGLNYGRIIRITPTQIDLMEIVP 154
NTDB id 1108002 ACN19N RS01365 WP 241306541.1 MAGKRVYPNLNRQSQPLESYALEALNMKGSMRGKQNDTIALIQTPDGQIERVQVGSYLGMNQGRIVKISPTQIDLVEIVP 155
NTDB id 1057 ABD1 RS15855 WP 000695065.1 MAGKRVYPNFSRAPQPLESYALEALNMKGSMRNNRGQILALIQTPDQQIERVQVGNYMGMNQGRITHISPTQIDLVEIVP 155
consensus !*!!!!!!!* ! !!!!!!!!!*!*!!!!!! *****!!!!!!!**!!!!!!!*!*!*!*!!!**!*!!!!!!*!!!!
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NTDB id 1013 ACIAD RS15180 WP 004923726.1 DGHDGYIERPRSLVLIGPKP 174
NTDB id 1108002 ACN19N RS01365 WP 241306541.1 DGREGYVERPRTLVLIGPVS 175
NTDB id 1057 ABD1 RS15855 WP 000695065.1 DGREGYVERPRTLVLIGPAP 175
consensus !!**!!*!!!!*!!!!!! *
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