
logo MDGKLSTLVTGIDIGHNHSLIKAAVVLKPNMGNDSTYALLMVGYKEE I
L
I
L
L
V
K
T
E
A
G
DIVFATEDNNHTI

L
N
D
H
YQEKIVKTKLKEMLKKEGLPFLRFASRHKVAI SAVIPDSNA

NTDB id 1404 DSB67 RS14000 WP 010643494.1 MDKLLVTGIDIGHNSLKAVVLKPNGNSYALLGYKEIILKEGIVAENNTINHQEIVKTLKEMKKELPFRARKVAISVPDNA 80
NTDB id 110800 vm RS01765 WP 070381278.1 MGKTLVTGIDIGHHSIKAVVLKPMGDTYALMGYEELLVTADIFTDNHTLDYQKIVKKLKELKKGLPLFSHKVAIAIPDNA 80
NTDB id 1171 A1552VC RS12125 WP 000520444.1 MGKSLVTGIDIGHHSIKAAVLKPMGDTYALVGYEELLVTADIFTDNHTLDYQKIVKKLKELKKGLPLFSHKVAIAIPDSA 80
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NTDB id 1404 DSB67 RS14000 WP 010643494.1 VISKKLQIEQNLEESEKEFAVVQAFSHQSPFPVEELSLDFIKVDTDEQMR.GNDSYQVFATRKDVVETRVEALQKSGLKP 159
NTDB id 110800 vm RS01765 WP 070381278.1 VISKVLQIDSDLERREQEFAIYQAFSHQSPFPVEDLSLDFVKVAEKNIARSSTSTFQVYATKKEVVESRLQASKKAGFEP 160
NTDB id 1171 A1552VC RS12125 WP 000520444.1 VISKVLQIDSDLEQRELEFAVYQAFSHQSPFPVEELSLDFVKVTEKSLARSSTTTFQVYATKKDVVDSRLHAVKKAGFEP 160
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NTDB id 1404 DSB67 RS14000 WP 010643494.1 VLVDVHSQSLGHIWKLVAKRFPEKNKYCLLDIRSLNSSFTMFTEQGELFHKEFPCGSRTTGSLFQQDPLVDDA..QVATE 237
NTDB id 110800 vm RS01765 WP 070381278.1 ILMDVQVHSLLHLWQLASRAYR.RPDWMLIDIGHTQSSLCLDFAEKMPFYKDVPLGTRVLGAEPSSTPVLGDSLMQDPTQ 239
NTDB id 1171 A1552VC RS12125 WP 000520444.1 VLMDVQVHSLLHLWQLASRAYR.RPDWMLVDIGYTQSSLCLDFPEKMPFYKDVPLGTRQLESEPSAVNSLNHPLLHDPTQ 239
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NTDB id 1404 DSB67 RS14000 WP 010643494.1 QFNRQIVERVKRQMQLYTSINGSQDIKGVWLSGEGAATPMLAEELSSQLALECELLNPLGLFEMKVSKRKRRAADWQHFT 317
NTDB id 110800 vm RS01765 WP 070381278.1 RFVNEFVDKVARQIQLFTSVHGAQSLGGLWLSGGGATIAGLEEALHQRLSLPCEVLNPFSLFKTNVSRRKRQVADGQRFS 319
NTDB id 1171 A1552VC RS12125 WP 000520444.1 RFIQELVDKIARQIQLFTSVHGTQSLGGLWLSGGGATLSGLEDALYQRLSLPCEVLNPFSLFKNNVAKRKRPLVDGQRFS 319
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NTDB id 1404 DSB67 RS14000 WP 010643494.1 AAAGLAVRGIQWLGGDNAVSH 338
NTDB id 110800 vm RS01765 WP 070381278.1 TAAGLALRGLAWLESEHAA.. 338
NTDB id 1171 A1552VC RS12125 WP 000520444.1 TAAGLALRGLAWLESEHVA.. 338
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