logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

1177 A1552VC RS01165 WP 000422572.1
1203 PSJM300 01605 AFN76401.1

1019 ACIAD RS04205 WP 004922051.1
1307 DR RS10055 WP 010888596.1

1116 NGFG RS10615 WP 003690200.1
1086 NMV RS00245 WP 002218487.1
1185 GTF74 RS11940 WP 000350195.1
1176 A1552VC RS01160 WP 000350195.1
1283 ACE17W RS02630 WP 010947729.1
1259 GCO85 RS10305 WP 010947729.1
110797 ACGHCO RS03145 WP 368353945.1
1194 PAKAF RS01995 WP 003084552.1
1202 PSJM300 01600 AFN76400.1

1020 ACIAD RS04210 WP 011182164.1
1081 FDQ49 RS05335 WP 006581387.1
1060 ABD1 RS04380 WP 000355489.1
1040 HON27 RS13360 WP 000355489.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

1177 A1552VC RS01165 WP 000422572.1
1203 PSJM300 01605 AFN76401.1

1019 ACIAD RS04205 WP 004922051.1
1307 DR RS10055 WP 010888596.1

1116 NGFG RS10615 WP 003690200.1
1086 NMV RS00245 WP 002218487.1
1185 GTF74 RS11940 WP 000350195.1
1176 A1552VC RS01160 WP 000350195.1
1283 ACE17W RS02630 WP 010947729.1
1259 GC0O85 RS10305 WP 010947729.1
110797 ACGHCO RS03145 WP 368353945.1
1194 PAKAF RS01995 WP 003084552.1
1202 PSJM300 01600 AFN76400.1

1020 ACIAD RS04210 WP 011182164.1
1081 FDQ49 RS05335 WP 006581387.1
1060 ABD1 RS04380 WP 000355489.1
1040 HON27 RS13360 WP 000355489.1

consensus

.Qiggu

B\DIT LLAFSVK
VDI TELLAFSAK
D 1TELLAFSHK

D ITELLAFSVY

MAMDITELLAFSVK

MAMDITELLAFSVK
AMDITELLAFSVK
* *kkk | kok ok ok

LA

et o

Il SDLH SAG
I4 SDLH SAG
INASDLHLSAG
EASDLHLSAG
ASDLHLS G
IMASDLHLSAG
ASDLHLSAG
@ASDLHLSAG
[ASDLHLSAG

DLk sk

e

"%

'1:9.('.>

[IEEE Y

SRl

S
BIPMIRVEIG
BIPMIRVEIG
PPM R DG
PPM R DG
PPMIRVDG
PPMIRVDG
PPMIRVEIG
PPMIRVDG
PPMIRVDG
PPMIRVDG
PPMIRVDG
PPMIRVDG
PPMIRVDG

IR0y

* |k

RRINL AL

LEAT

=== li=-c-c - Ji=v]i=c - -] =- = l=~}

Fesiheschlll

I
| MNDEQR [
| MNDRIQR

< e

TMNDIQRE
1MNDHQRY
IMND QR
IMND QR
IMlDlQR
TMND
IMND
TMND
IMND
IMND
IMND

éHKgyu sl IDdRestebes i DFSFE:

VEEIN

iy oy

YEE)Y

TSRS ol

LQN ARIVARGLVLVNGINTGSGKSTT AAMTG R QHITGHI

—_
Z

ISTIAYPRGLVLVTGPTGSGKSTTLAAM
DIIMPRGLVLVTGPTGSGKSTTLAAM
DII[@MPRG VLVTGPTGSGKSTTLAAM
DII[MPRG VLVTGPTGSGKSTTLAAM
DII[@MPRG VLVTGPTGSGKSTTLAAM
K kok o kokok kk kR Dkskokor o Do DL DD Dk | ok 1

N
N
N
N
D
D
N
D
D
D
D
D
D

R $okok Dk Dok Dokk k%%

1563
155
156
159
155
155
155
155
155
155
155
155
155
155
155
155
155



logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

1177
1203
1019
1307
1116
1086
1185
1176

A1552VC RS01165 WP 000422572.1
PSJM300 01605 AFN76401.1

ACIAD RS04205 WP 004922051.1
DR RS10055 WP 010888596.1

NGFG RS10615 WP 003690200.1
NMV RS00245 WP 002218487.1
GTF74 RS11940 WP 000350195.1
A1552VC RS01160 WP 000350195.1
1283 ACE17W RS02630 WP 010947729.1
1259 GCO85 RS10305 WP 010947729.1
110797 ACGHCO RS03145 WP 368353945.1
1194 PAKAF RS01995 WP 003084552.1
1202 PSJM300 01600 AFN76400.1

1020 ACIAD RS04210 WP 011182164.1
1081 FDQ49 RS05335 WP 006581387.1
1060 ABD1 RS04380 WP 000355489.1
1040 HON27 RS13360 WP 000355489.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

1177
1203
1019
1307
1116
1086
1185
1176

A1552VC RS01165 WP 000422572.1
PSJM300 01605 AFN76401.1

ACIAD RS04205 WP 004922051.1
DR RS10055 WP 010888596.1

NGFG RS10615 WP 003690200.1
NMV RS00245 WP 002218487.1
GTF74 RS11940 WP 000350195.1
A1552VC RS01160 WP 000350195.1
1283 ACE17W RS02630 WP 010947729.1
1259 GC0O85 RS10305 WP 010947729.1
110797 ACGHCO RS03145 WP 368353945.1
1194 PAKAF RS01995 WP 003084552.1
1202 PSJM300 01600 AFN76400.1

1020 ACIAD RS04210 WP 011182164.1
1081 FDQ49 RS05335 WP 006581387.1
1060 ABD1 RS04380 WP 000355489.1
1040 HON27 RS13360 WP 000355489.1

consensus

TR

Wil

EDPIEFVHI¥:IK C

EDPIEF H[ap{eRC

EDPIEF Hi¥:#X€C IjyQRE V[eniD Ty
EDPIEF HigUKEY INQREV[ERIDTIH
EDPIEFVH@SKKSLINQRE H[JITIH
EDPIEFVH@NSKKSLINQRE H[aITIH
EDPIEFVHESMKCLINQREVH DTl
EDPIEFVHSWKCLINQREVH DTIsl
EDPIEFVHNSKKCL NQREVH DTI|H
EDPIEFVH@SKKCL NQREVH DTI|H
EDPIEFVHWSKKCLINQREV[EJUTIR
EDPIEFVHISKKCL NQREVH
EDPIEFVHIISKKCL NQREVH
EDPIEFVHINYKKCLINQREVH
EDPIEFVH[SKKCLINQREVH
EDPIEFVHENSKKCLINQREVH
EDPIEFVH[NSKKCLINQREVH

EE A N I B B EE NN |

R

P R sl AR

DIJALR 'ALR " E\PD
INYALESALREDPD
EWJALRSALREDPD
ISYALRSALREDPD
IQYALRSALREDPD
NPNALRSALREDPD
WPNALRSALREDPD

VER]

IL GEMRERIER
ILVGEMRDMETI
ILVGEMRDJETI

L
ILVGEMRDIRET I
ILVGEMRDIRET I

JW\AL SALREDPDJAILVGEMRDJRETI

RIZALRSALREDPD
RIZALRSALREDPD
IWHALRSALREDPD
IMNALRSALREDPD
WHALRSALREDPD

IW3ALRSALREDPD
NEEEIN

QINLLKH |IGGGRVA
(A KINWY . B Vielelel AW C

TN

|

test R L0 A\/&Q&L ot Rt

Ry=3F

ILVGEMRDIRETI
ILVGEMRDIRET I
ILVGEMRDIRETI
ILVGEMRDIRET I
ILVGEMRDIRETI
ILVGEMRDIRETI
Pkl 1%

EHEIM

HEIM

AR

TI RIIDVFPAEEK

MVREMLSESL[NAV QSLLK.KNKGGRVAA EIM

oL Lo

DMALINJAETGHLVE | T L HEWI AR

JAA. TAAETGHLVYGTLHTYS Al
iLALTAAETGHLVFGTLHT E
G

LA TAAETGHLVEFGTLHTRSApN
LA TAAETGHLVFGTLHTJYS Af§K
LA TAAETGHLVFGTLHT SAAK
LALTAAETGHLVFGTLHT SAAK
LALTAAETGHLVFGTLHT SAAK
LALTAAETGHLVFGTLHT SAAK
LALTAAETGHLVFGTLHT SAAK
LALTAAETGHLVFGTLHT SAAK
LALTAAETGHLVFGTLHT SAAK
DU ook 1%

Ry
E

V55!l Cages 0

TI RIIDVFPAEEKEMVRSMLSESLQAV QSLLK.KNKGGRVAA EIM
S

TIDRIIDVFPAEEK MVRAMLSESLQAVISQTL.KTKDG@GRVAAHEIM

TIDR DVFPAEEKEMVRSMLSESLQ VISQIL KP
S

*ok 1ok ok ok o ok ok ok K ok K ook |

PErI *

KIGGGRVAAHEIMI
NKNMGGGRVAAHEIMI
BKIRGGGRVAAHEIMI
BKINGGGRVAAHEIMI
BKINGGGRVAAHEIMI

BKINGGGRVAAHEIMI
®k | koo ok |

% %k %k % *

PAIRNLIREDKVAQMYSAIQTG
PAIRNLIRENMKVAQMYSHIQTG
IIPATRNLIREKVAQMYSSIQTG
IIPATRNLIRENKVAQMYSE\IQTG
IIPATRNLIRENKVAQMYSINIQTG

IMPATRNLIRENKVAQMYSEIQTG
11 *okokkkk ok *

233
235
236
239
235
235
235
235
235
235
235
235
235
235
235
235
235

313
315
316
319
315
315
314
314
314
314
315
314
314
314
314
314
314



logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

1177
1203
1019
1307
1116
1086
1185
1176

A1552VC RS01165 WP 000422572.1
PSJM300 01605 AFN76401.1

ACIAD RS04205 WP 004922051.1
DR RS10055 WP 010888596.1

NGFG RS10615 WP 003690200.1
NMV RS00245 WP 002218487.1
GTF74 RS11940 WP 000350195.1
A1552VC RS01160 WP 000350195.1
1283 ACE17W RS02630 WP 010947729.1
1259 GCO85 RS10305 WP 010947729.1
110797 ACGHCO RS03145 WP 368353945.1
1194 PAKAF RS01995 WP 003084552.1
1202 PSJM300 01600 AFN76400.1

1020 ACIAD RS04210 WP 011182164.1
1081 FDQ49 RS05335 WP 006581387.1
1060 ABD1 RS04380 WP 000355489.1
1040 HON27 RS13360 WP 000355489.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

1177
1203
1019
1307
1116
1086
1185
1176

A1552VC RS01165 WP 000422572.1
PSJM300 01605 AFN76401.1

ACIAD RS04205 WP 004922051.1
DR RS10055 WP 010888596.1

NGFG RS10615 WP 003690200.1
NMV RS00245 WP 002218487.1
GTF74 RS11940 WP 000350195.1
A1552VC RS01160 WP 000350195.1
1283 ACE17W RS02630 WP 010947729.1
1259 GC0O85 RS10305 WP 010947729.1
110797 ACGHCO RS03145 WP 368353945.1
1194 PAKAF RS01995 WP 003084552.1
1202 PSJM300 01600 AFN76400.1

1020 ACIAD RS04210 WP 011182164.1
1081 FDQ49 RS05335 WP 006581387.1
1060 ABD1 RS04380 WP 000355489.1
1040 HON27 RS13360 WP 000355489.1

consensus

)R [ T

SFDINARY QYYD D KIESEQDRALHSFADS AN
YEDILLHADSSN

S RENIREKIKIP .
iR D SMKEKIKQP .
NLPTIRAVINKSP .
P QTR TANKQP .

IRIKHTINHEANLNK .
I KHTI\HEAJNLNK .
IRIPAEMNRGKINKIP .
IRIPQTERTAMKQP .

INIPQTE\RTAINKQP .

368
381
383
418
347
347
345
345
344
344
347
344
344
344
345
345
345

X non conserved
B similar
> 507 conserved

LE
;N\«nl!\-'i'rlﬁg.‘r.:‘:xcﬁ':?if. LGRS R T

< T ~ A= aBE L EERLSIREFER A
LRLMLKTKRGDDY...GSGSLQNVKI........ DME..............
LRLMIKLGSETDGEHLTSVS.QGLTL........ EMSDDDPGRSFR. .. ..
LRLQIKLSEEANKPLDNRERMSEMER........ KMTFDGQRRNLK. . ...



