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NTDB id 1157 A1552VC RS03895 WP 001888250.1 ..........MVEDTASVAALYRSYLTPLDIDINIVGTGRDAIESIGRREPDLILLDLRLPDMTGMDVLYAVKEKSPDVP 70
NTDB id 1045 H0N27 RS16330 WP 168727019.1 .MAEQQPLVLLVDDEEDLCLLMQMTLARMGIKTHLAYRVEQAKQLFTQFHYDACLTDLNLPDGSGLDLVKHVSQNYPNTP 79
NTDB id 110768 ACGJAX RS02040 WP 390957300.1 MNKRPRQKVLIVDDEPDIRELLEITLGRMKLHTCGARNVGEALGLLKRETFDLCLTDMRLPDGTGLELVQHIQQRYPQVP 80
NTDB id 1473 PAKAF RS24000 WP 003094694.1 ...MSRQKALIVDDEPDIRELLEITLGRMKLDTRSARNVKEARELLAREPFDLCLTDMRLPDGSGLDLVQYIQQRHPQTP 77
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NTDB id 1157 A1552VC RS03895 WP 001888250.1 IVFMTAHGSIDTAVEAMRHGAQDFLIKPCEADRLRVTVNNAIRKASKLKNDVDNKNQNYQGFIGSSQTMQAVYRTIDSAA 150
NTDB id 1045 H0N27 RS16330 WP 168727019.1 IAVLTAYGNMDIAIAALKAGAFDFVSKPVNQVHLDQLLQKALNRQKVE.HDTTENALENKLLIGRSLPIQQLRIAIKKIA 158
NTDB id 110768 ACGJAX RS02040 WP 390957300.1 VAMITAFGNVETAINALKAGAFDFLSKPVDLGRLRELVTSTLLLAV....PG...NAIDRRLLGDSLPMRDLRKQIDKLA 153
NTDB id 1473 PAKAF RS24000 WP 003094694.1 VAMITAYGSLDTAIQALKAGAFDFLTKPVDLGRLRELVATALRLRN....PEAEEAPVDNRLLGESPPMRALRNQIGKLA 153
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NTDB id 1157 A1552VC RS03895 WP 001888250.1 SSKASIFITGESGTGKEVCAEAIHAASKRGDKPFIAINCAAIPKDLIESELFGHVKGAFTGAATERQGAAEAADGGTLFL 230
NTDB id 1045 H0N27 RS16330 WP 168727019.1 RSQAPVFVTGESGTGKEVVANLVHRLSNRSEGPFIAINCGAIPTELMESELFGHKKGSFTGATQDKQGLILSAHGGSLFL 238
NTDB id 110768 ACGJAX RS02040 WP 390957300.1 RSQAPVYISGESGSGKELVARLIHERGPRGHRPFVPVNCGAIPSELMESEFFGHRKGSFSGAIEDKPGLFQAAHGGTLFL 233
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NTDB id 1157 A1552VC RS03895 WP 001888250.1 DELCEMDLDLQTKLLRFIQTGTFQKVGSSKMKSVDVRFVCATNRDPWKEVQEGRFREDLYYRLYVIPLHLPPLRARGDDV 310
NTDB id 1045 H0N27 RS16330 WP 168727019.1 DEIAELPLSMQVKLLRAVQEKKIRPVGSDQEIDVDFRVISASHQDLDLLVRQGKFRQDLFFRIHVMDLILPPLRERGEDV 318
NTDB id 110768 ACGJAX RS02040 WP 390957300.1 DEVADLPLPMQVKLLRAIQEKAVRSVGGQQEEMVDVRILCATHKDLSAEVAAERFRQDLYYRLNVIELRVPPLRERRDDI 313
NTDB id 1473 PAKAF RS24000 WP 003094694.1 DEVADLPMAMQVKLLRAIQEKAVRAVGGQQEVAVDVRILCATHKDLAAEVGAGRFRQDLYYRLNVIELRVPPLRERREDI 313
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NTDB id 1157 A1552VC RS03895 WP 001888250.1 IEIAYSLLGFMSKEEGKDFVRLSAEVVERFRQYEWPGNVRQLQNVLRNVVVLNEGREITLDMLPPPLNQM..SAPINRAL 388
NTDB id 1045 H0N27 RS16330 WP 168727019.1 LLLANHFIQKICMEWETPPKQLTEAAETYLLQQHFPGNVRELRNMIERAITLSEDATIDISHLHPAPLRANISNPFASAA 398
NTDB id 110768 ACGJAX RS02040 WP 390957300.1 EPLASHVLMRLAADTGQPAATLHPQALDALKNYRFPGNVRELENMLERAHTLCENKQIEASDLRLAEGNCAAE....... 386
NTDB id 1473 PAKAF RS24000 WP 003094694.1 PLLAERILKRLAGDTGLPAARLTGDAQEKLKNYRFPGNVRELENMLERAYTLCEDDQIQPHDLRLADAPGASQ....... 386
consensus ***! *** ******* ****!*************!!!!!*!*!*******!*!***!****!******** * * *

logo

P
Q
L
S
IQTTVAAHAPENQGKLAARVDKSKVLHLS

T

E
P
Q

S
ID
E
G
I
N
F
L
P
E
A
D
L
R

W
YLEDMNTVI EKRDKQAILLI EMLNQAI

L
N
E
A
M
E
C
T
D
H
R
G
WNI

R
P
T
L
R
AAAKTQKYRLDNGMVLSTPFSRTS ILMYRRYKRLQKTKLWFNGEILKDTVEKETEKEQEKEVR

NTDB id 1157 A1552VC RS03895 WP 001888250.1 PL.....AHENKVSVH..EIFPLW..MTEKQAIEQAIEACDGNIPRAATYLDVSPSTIYRKLQTWNEKVKEKEKER 455
NTDB id 1045 H0N27 RS16330 WP 168727019.1 QSIQTTVAAPQAVKKLPSEGLERYLENIEKDILLNALNMTHWNRTLAAKKLGMTFRSLRYRLKKFGLDTETEQEV. 473
NTDB id 110768 ACGJAX RS02040 WP 390957300.1 .........AGLRDLTQIDNLEAYLENVERQLILQALEETRWNRTAAAQRLNLSFRSMRYRLKKFGLD........ 445
NTDB id 1473 PAKAF RS24000 WP 003094694.1 .........EGAASLSEIDNLEDYLEDIERKLIMQALEETRWNRTAAAQRLGLTFRSMRYRLKKLGID........ 445
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