
logo MNFMKLFLQNGPLQHYKLLFVQGLKLPSPCVLLCQELI SGPTARHERKHYSVLCQKDECWSENQLPWNLQKEQMTIHQRQNEDLQNS IV I
L
A
VASCEHYRAYPMIDNR I IQQFKYEQQKLQHFYQTL

NTDB id 1107161 ACLKMZ RS02260 WP 180058380.1 MNMLLQGLHKLVGKPPCVLCQLSPAHRHSVCQDCWSNLPWNQEMIHRQELNIIAASEYRYPMDRIIQQFKYEQQLQFQTL 80
NTDB id 1042 H0N27 RS01930 WP 000472273.1 MFKFLNPQYLFQLLSPCLLCEIGTREKYSLCKECWEQLPWLKQTIQRNDQSVLVACHYAYPINRIIQQFKYEQKLHYQTL 80
NTDB id 1071 ABD1 RS15375 WP 000472269.1 MFKFLNPQYLFQLLSPCLLCEIGTREKYSLCKECWEQLPWLKQTIQRNDQSVLVACHYAYPINRIIQQFKYEQKLHYQTL 80
consensus !***!**********!!*!!********!*!**!!**!!!****!*!*******!**!*!!**!!!!!!!!!!*!**!!!

logo LAGESVL IQCQKLKLFPRKVQAIVPMP I SQKEQRLVTERGFNQSVLL ILAQNQLLAGSRKQLNKTIPVWQP I
V
I
QRQLHNQEHASQKGLSRVLERLFEGNIHEQQFKVI
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NTDB id 1107161 ACLKMZ RS02260 WP 180058380.1 LAGSLICKKLPRVQAIVPMPISQERLVERGFNQSVLIAQQLARQLNTPVWQPIIRQHQHAQKGLSRVERLEGIHQQFKID 160
NTDB id 1042 H0N27 RS01930 WP 000472273.1 LAEVLQQLKFPKVQAIVPMPISKQRLTERGFNQSLLLANLLSKQLKIPVWQPVQRLNEHSQKGLSRLERFENIEQQFVAL 160
NTDB id 1071 ABD1 RS15375 WP 000472269.1 LAEVLQQLKFPKVQAIVPMPISKQRLTERGFNQSLLLANLLGKQLKIPVWQPVQRLNEHSQKGLSRLERFENIEQQFVAL 160
consensus !!**!***!*!*!!!!!!!!!!**!!*!!!!!!!*!*!**!**!!**!!!!!**!***!*!!!!!!*!!*!*!*!!!***
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RRYRKRVL I IDDVVITTGSSVIKHALTSEQQALEKSQMLGCQTQS IHI

A
A
SCLAAAKS ISTSY

NTDB id 1107161 ACLKMZ RS02260 WP 180058380.1 SRIQTRYRKVLIIDDVVTTGSSVKALTEQLESMGCQQIHIACLAAAKI... 208
NTDB id 1042 H0N27 RS01930 WP 000472273.1 TQEKRRYRRVLIIDDVITTGSSIHALSQALKQLGCTSIHASCLAAASSTSY 211
NTDB id 1071 ABD1 RS15375 WP 000472269.1 TQENRRYRRVLIIDDVITTGSSIHALSQALKQLGCTSIHASCLAAASSTSY 211
consensus *****!!!*!!!!!!!*!!!!!**!!***!***!!**!!**!!!!!*****

X non conserved

X similar

X ≥ 50% conserved


