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VVI IVA I FASAIA IPSYQSEYSIRRASNQTLAASTAMQAKQDQSQEMI LQQKI
LAMEAQLDEQRYHRKSRNFNSTYKQRGFDTVAMTPTSTYGILMTYLNQDPV

NTDB id 1064 ABD1 RS15725 WP 001046490.1 MNKYYILRFNQGFTLIELMVVIVIVAIFASIAIPSYQSYSRRATASAAKSEILKLAEQLEQHKSRNFTYRGFTTTSITLP 80
NTDB id 1107160 ACLKMZ RS01955 WP 411691336.1 ..MKRTNFFRTGFTLIELMVVVVIVAIFAAIAIPSYQEYIRRSQATQAQDQIQQIAMALDRHKSRNFNYQGFVMPTGMNV 78
NTDB id 1006 ACIAD RS15005 WP 004923843.1 .....MQHHRQGFTLIELMVVVVIIAIFAAIAIPSYQEYIRRSNLAMAQQEMQKLAEQLERYRSRNFSYKGFDATYLYQD 75
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NTDB id 1064 ABD1 RS15725 WP 001046490.1 R.......................GGYTIQITDDTTTGNLLTNTAANGQTWVIKATTTDSRNFNFIAKNSGLRCQSLTAT 137
NTDB id 1107160 ACLKMZ RS01955 WP 411691336.1 QPR......G.........ATGAAVKYNFT...........VVSGVGGQTWLITALATDPKNYNFLMSSTGVRCKNKTAN 132
NTDB id 1006 ACIAD RS15005 WP 004923843.1 KSGQTLAKFDSTKQIVQLPLDTSNTKYTLAVVDTTTNNPLLTSANAIGQGWAIKAMSADNNNYSLLLTNTGFSCKNKTWA 155
consensus * *!** * * ** *** *** !!*!*!*!***! *!********!**!***!*
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NTDB id 1064 ABD1 RS15725 WP 001046490.1 AVDNDCGGTVTCNVCETNSENWQ... 160
NTDB id 1107160 ACLKMZ RS01955 WP 411691336.1 LIDS........ASISCGTENTGREE 150
NTDB id 1006 ACIAD RS15005 WP 004923843.1 NISS........SSCGTGSESW.... 169
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X non conserved

X similar

X ≥ 50% conserved


