
logo MKKVFLKNGMPVNTFHSALGFIKKHQLLALATLVCTVGSVAGI
MGMTIASEVAVEHAAPTASPRNHVNPPSLKASGNAPNQVYVVKKRGDTLWDI SGKHRFLKNKNPVWRW

NTDB id 1107150 ACLKMZ RS01115 WP 180081265.1 MKKVLKGMPTFSALGFKKQLLALTVCVSVGMGMISVAEAAPARNVNPPSLKAGAPQVYVVKKGDTLWDISKRFLKNPVRW 80
NTDB id 1053 ABD1 RS00870 WP 000755276.1 MKKVFNGMVNFHALGIKKHLLALALCTGVAIGTIAEVHA.TSPNHNPPSLKSNAPNVYVVKRGDTLWDISGHFLNKPWRW 79
consensus !!!! !!* !*!!! !!*!!!! *! !**! ! *!** *!*!!!!!! !!*!!!!!*!!!!!!!! *!! ! !!

logo PE IWASNKQHVKNPHWI FYPGDRLLLMCSTLYDNGRP I
L
I
VGKDEGDGCEVGI IRRYTGGQTTHKLQPQVRVEASLNNSAS IVPVIPLEHYIKQWL

NTDB id 1107150 ACLKMZ RS01115 WP 180081265.1 PEIWASNKHVKNPHWIFPGDRLLMCTYNGRPIIGKDEGDGCEGIIRRYTGGT.KLQPQVRVESLNSAIPVIPLEYIKQWL 159
NTDB id 1053 ABD1 RS00870 WP 000755276.1 PEIWASNQHVKNPHWIYPGDRLLLCSLDGRPLVGKDEGDGCVGIIRRYTGQTTHLQPQVRVEALNNSVPVIPLEHIKQWL 159
consensus !!!!!!! !!!!!!!!*!!!!!!*!* !!!**!!!!!!!! !!!!!!!! !**!!!!!!!! !! *!!!!!!*!!!!!

logo ENRSMTI LVAPAPDES I ETGNTPYI LVGTADQRVLAAGKGQTI
VYARGQGLMI

Q
N
VGQRYAVYREGEPYI

YFTDANKNGKKHYNSALGI
LELLTQVASGVAV

NTDB id 1107150 ACLKMZ RS01115 WP 180081265.1 ERSMIVAPESIEGTPYILGTADQRVLAAKGQTVYARGQGMQVGQRYAVYREGEPYIFTDANGKKYNAGLELTQVASGVAV 239
NTDB id 1053 ABD1 RS00870 WP 000755276.1 ENSTILPADSITNTPYIVGTADQRVLAGKGQTIYARGQGLINGQRYAVYREGEPYYFTDNKGKKHSLGIELLQVASGVAV 239
consensus ! ! !****!! !!!!*!!!!!!!!!*!!!!*!!!!!!* !!!!!!!!!!!!! !!! !!!* !*!! !!!!!!!!

logo

R
S
G
SEKNDITTLELTDSTYNAEVRRGDRVLMPEEYDQAPMTLPTLFYPTVDNADKNQVTADGGKS I IVRVMGS IGRTAAI

K
H
NSVVTI

LDRGSTLTQGI
VQSVG

NTDB id 1107150 ACLKMZ RS01115 WP 180081265.1 RGENDITTLELTDTYNAEVRRGDRVLPEYDPMLPTLFYPTNADNVTAGGSIVRVMGSIGTAAIHSVVTIDRGSLQGVQSG 319
NTDB id 1053 ABD1 RS00870 WP 000755276.1 SSEKDITTLELTDSYNAEVRRGDRVMPEEQATLPTLFYPVDAKQVTDGGKIIRVMGSIGRAAKNSVVTLDRGTTQGIQVG 319
consensus ! !!!!!!!!!*!!!!!!!!!!!*!! * !!!!!!! ! *!! !! !*!!!!!!! !! *!!!!*!!!* !!*! !

logo

H
QVFDS IVNTQKQGE I

S
I
V
R
TDPKTKERVI

VQLPGQQRIGNS ILMVFKRTFDNQLSYAYVLESDELP IKVGASS IQPSPLQFMDND
NTDB id 1107150 ACLKMZ RS01115 WP 180081265.1 HVFSVNQKGEIVTDPKTKERVQLPGQRIGNIMVFKTFDNLSYAYVLESELPIKVGASIQPPLMDD 384
NTDB id 1053 ABD1 RS00870 WP 000755276.1 QVFDITQQGESIRDPKTKEVIQLPGQQIGSLMVFRTFDQLSYAYVLESDLPIKVGSSIQSPQFND 384
consensus *!! * ! !! * !!!!!! *!!!!! !! *!!!*!!!*!!!!!!!!!*!!!!!! !!!*! !

X non conserved

X similar

X ≥ 50% conserved


