
logo

MAE
M
Q
S
Q
R
P
Q
K
L
A
VL ILVDDEEPDI

L
C
R
E
LLLMEQI

MTLGARMKGLIDKQTRHLSVAHRYNRLVKEEQAKREQLFLASTQRSEFHPHFYDLAC I
LTDMLRNLPDGNSGLQDLVEKQHLYVIAQSQHNRFHYPNQLTP I

V
NTDB id 1473 PAKAF RS24000 WP 003094694.1 ..MSRQKALIVDDEPDIRELLEITLGRMKLDTRSARNVKEARELLAREPFDLCLTDMRLPDGSGLDLVQYIQQRHPQTPV 78
NTDB id 1107142 ACLKM0 RS12680 WP 171526345.1 ....................MQMTLARMGIQTHVAHRLEQARQLLSSHHYDACITDLNLPDGNGLQLVELIAQHFPQLPV 60
NTDB id 1045 H0N27 RS16330 WP 168727019.1 MAEQQPLVLLVDDEEDLCLLMQMTLARMGIKTHLAYRVEQAKQLFTQFHYDACLTDLNLPDGSGLDLVKHVSQNYPNTPI 80
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NTDB id 1473 PAKAF RS24000 WP 003094694.1 AMITAYGSLDTAIQALKAGAFDFLTKPVDLGRLRELVATALRLRNPE....AEEAPVDNRLLGESPPMRALRNQIGKLAR 154
NTDB id 1107142 ACLKM0 RS12680 WP 171526345.1 AVLTAYGNMEIAIAALKAGAFDFVSKPINQKHLEQLLEKALNQPLFKAHSQEADQLEQRMLIGQSLPIQQLRTTLKKIAR 140
NTDB id 1045 H0N27 RS16330 WP 168727019.1 AVLTAYGNMDIAIAALKAGAFDFVSKPVNQVHLDQLLQKALNRQKVE.HDTTENALENKLLIGRSLPIQQLRIAIKKIAR 159
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NTDB id 1473 PAKAF RS24000 WP 003094694.1 SQAPVYISGESGSGKELVARLIHEQGPRIERPFVPVNCGAIPSELMESEFFGHKKGSFTGAIEDKQGLFQAASGGTLFLD 234
NTDB id 1107142 ACLKM0 RS12680 WP 171526345.1 SQAPVFISGESGTGKEVVANLVHRLSNRSDGPFIAINCGAIPGDLMESEFFGHKKGSFTGAAQDKQGLIQSAHGGSLFLD 220
NTDB id 1045 H0N27 RS16330 WP 168727019.1 SQAPVFVTGESGTGKEVVANLVHRLSNRSEGPFIAINCGAIPTELMESELFGHKKGSFTGATQDKQGLILSAHGGSLFLD 239
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NTDB id 1473 PAKAF RS24000 WP 003094694.1 EVADLPMAMQVKLLRAIQEKAVRAVGGQQEVAVDVRILCATHKDLAAEVGAGRFRQDLYYRLNVIELRVPPLRERREDIP 314
NTDB id 1107142 ACLKM0 RS12680 WP 171526345.1 EIAELPLNMQVKLLRAVQEKRIRPVGSDTEIDVDFRIISASHQDLEALVQQGRFRQDLFFRIHVMDIVLPPLRERGQDIL 300
NTDB id 1045 H0N27 RS16330 WP 168727019.1 EIAELPLSMQVKLLRAVQEKKIRPVGSDQEIDVDFRVISASHQDLDLLVRQGKFRQDLFFRIHVMDLILPPLRERGEDVL 319
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NTDB id 1473 PAKAF RS24000 WP 003094694.1 LLAERILKRLAGDTGLPAARLTGDAQEKLKNYRFPGNVRELENMLERAYTLCEDDQIQPHDLRLADAP........GAS. 385
NTDB id 1107142 ACLKM0 RS12680 WP 171526345.1 LLAQHFIQKIAQEWDIHSKTLSERAQQFLLEQYYPGNVRELRNIIERAMTLSDDDVIDLPHLQTAPLRKMAPLAEPEADP 380
NTDB id 1045 H0N27 RS16330 WP 168727019.1 LLANHFIQKICMEWETPPKQLTEAAETYLLQQHFPGNVRELRNMIERAITLSEDATIDISHLHPAPLRANISN..PFASA 397
consensus !!!******** ***** * !** !* *!*** *!!!!!!!*!**!!!*!!**!* !** *! !*** * !*

logo AQSTI
P
Q
VTATDVAALQEPAGQAAPVKRSLKSLEPEISDENGLEDLRFYLEDKNI ERKDEKLI ILMLQNALENELMTRHWNRTALAAQKRKLGLMS

TFRSMLRYRLKKLFGI
LDTDEETEQEV

NTDB id 1473 PAKAF RS24000 WP 003094694.1 .........QEGAASLSEIDNLEDYLEDIERKLIMQALEETRWNRTAAAQRLGLTFRSMRYRLKKLGID....... 445
NTDB id 1107142 ACLKM0 RS12680 WP 171526345.1 A.TPVTADALPAAPRKLPEEGLELFLEKIEKEILLNALNLTHWNRTLAAKKLGMSFRSLRYRLKKFGLDTDE.... 451
NTDB id 1045 H0N27 RS16330 WP 168727019.1 AQSIQTTVAAPQAVKKLPSEGLERYLENIEKDILLNALNMTHWNRTLAAKKLGMTFRSLRYRLKKFGLDTETEQEV 473
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