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VFDYLLVKVKRDRNAQEWHEQVHQLEFEGLQDGAYQQ
NTDB id 1107126 ACLKM0 RS07505 WP 411688674.1 .......................MIKAKRGFTLVELLVAIAIFAVLSALGWKVFDYLVKVKDRNQWHEQQLEGLQGAYQQ 57
NTDB id 1076 ABD1 RS08075 WP 000594585.1 MIKNKYIHIRSIASRLAARSSSARLTRASGFTLVELLVAIAIFAVLSLLGWKIFDYLLKVRDRNAEHEVHLFELQDAYQQ 80
consensus *********************** * !!!!!!!!!!!!!!!!!! !!!!*!!!!*!!*!!! !! *! !! !!!!
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NTDB id 1107126 ACLKM0 RS07505 WP 411688674.1 ILRDSIQIVPLTANINNDIQPALVLQNGRFNFSKTGVTDPLQQGIAPTERIEYQYRADEQKLYRLKYANLHQSGQDQPVS 137
NTDB id 1076 ABD1 RS08075 WP 000594585.1 ILRDTLQIIPLSANQGGQLHPALEIDNQILRFSKAGVTDPLKQGLSPFERIEYRYDADQKKLYRLKYTNLNTSNREQPLS 160
consensus !!!!**!!*!!*!! **!!! * ! !!! !!!!!! !!* ! !!!!! ! !! !!!!!!! !!* ! *!!*!
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NTDB id 1107126 ACLKM0 RS07505 WP 411688674.1 SVLLGDVSQFQVSVLNPQELSNWPDSSIDLNDNQQKRKLPKGIKINLIVQDVQYEWIFSLLNTDFLKSDNKTTS 211
NTDB id 1076 ABD1 RS08075 WP 000594585.1 STLLSQVDQYQIMVLTPQEVTKWPEVNIDPTKPNELKKLPKGIKIQLTVAGVNYEWIYSLNQGDLSLSQEGNS. 233
consensus ! !! ! !*!* !! !!!** !!* !!* ** *!!!!!!!!*! ! !*!!!!*!! * ! ! **
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