
logo MKKVFLKNGMPVFNFHSALGFIKKNHQLMLALALVCTVGVAGI
MGTIAHESAVEHAAPTASPRNHVNPPASLKASNSAPNI

VYVVKKRGDTLWDI SGKHRFLKNKNPVWRW
NTDB id 1107106 ACLKM1 RS12540 WP 005094531.1 MKKVLKGMPFFSALGFKNQMLALAVCVGVGMGTIHSAEAAPARNVNPPALKASAPNIYVVKKGDTLWDISKRFLKNPVRW 80
NTDB id 1053 ABD1 RS00870 WP 000755276.1 MKKVFNGMVNFHALGIKKHLLALALCTGVAIGTIAEVHA.TSPNHNPPSLKSNAPNVYVVKRGDTLWDISGHFLNKPWRW 79
consensus !!!! !!* !*!!! ! **!!!!*! !!**!!!* *!** *!*!!! !! !!!*!!!!*!!!!!!!! *!! ! !!

logo PE IWASNKQHVKNPHWI FYPGDRLLLMCDSLYDQGRP I
L
I
VGKDEGDGCDVGI IRSRYLTGQSTTHSLQPQI

VRVEASLNNSTI
VPVIPLEHIKQWL

NTDB id 1107106 ACLKM1 RS12540 WP 005094531.1 PEIWASNKHVKNPHWIFPGDRLLMCDYQGRPIIGKDEGDGCDGIISRYLGST.SLQPQIRVESLNNTIPVIPLEHIKQWL 159
NTDB id 1053 ABD1 RS00870 WP 000755276.1 PEIWASNQHVKNPHWIYPGDRLLLCSLDGRPLVGKDEGDGCVGIIRRYTGQTTHLQPQVRVEALNNSVPVIPLEHIKQWL 159
consensus !!!!!!! !!!!!!!!*!!!!!!*! !!!**!!!!!!!! !!! !! ! !**!!!!*!!! !!!**!!!!!!!!!!!!

logo ENRSYTI
L
L
M
A
P
A
PDS IVQTGNTPYI LVGTADQRVLAGKGQKTI

VYAVRGNQGL IVNVGQRYAVYREAGEPYVYFTDANKNGKKHYSTALAGI
LELLQQVASGI

VAV
NTDB id 1107106 ACLKM1 RS12540 WP 005094531.1 ERYTLMAPDSVQGTPYILGTADQRVLAGKGQKVYVRGNGLVVGQRYAVYREAEPYVFTDANGKKYTAALELQQVASGIAV 239
NTDB id 1053 ABD1 RS00870 WP 000755276.1 ENSTILPADSITNTPYIVGTADQRVLAGKGQTIYARGQGLINGQRYAVYREGEPYYFTDNKGKKHSLGIELLQVASGVAV 239
consensus ! !****!!* !!!!*!!!!!!!!!!!!! *! !!*!!* !!!!!!!!!*!!! !!! !!!** **!! !!!!!*!!

logo

R
SSEGKDE I

VTTLELTDSYNAEVRRGDRVLMAPEEYDQAPMTLPTLFYPTVDNAEKQS IVTVDPGGKQI IVRVLMGS IGRTAAKRHNSVVTLDRGTATHQGI
VQTVG

NTDB id 1107106 ACLKM1 RS12540 WP 005094531.1 RSEGEVTTLELTDSYNAEVRRGDRVLAEYDPMLPTLFYPTNAESIVPGGQIVRVLGSIGTAARHSVVTLDRGTAHGVQTG 319
NTDB id 1053 ABD1 RS00870 WP 000755276.1 SSEKDITTLELTDSYNAEVRRGDRVMPEEQATLPTLFYPVDAKQVTDGGKIIRVMGSIGRAAKNSVVTLDRGTTQGIQVG 319
consensus !! **!!!!!!!!!!!!!!!!!!!**! * !!!!!!! ! * *!! !*!!*!!!! !!**!!!!!!!!! *!*! !

logo

H
QVFDS IVNTQKQGESVI

V
R
TDPKTKERVI

VQLPGEQQRIGQSLVMVFKRATFDQLSYAYVLDESDELP IKVGASGS IQPSPLQFLEND
NTDB id 1107106 ACLKM1 RS12540 WP 005094531.1 HVFSVNQKGEVVTDPKTKERVQLPGERIGQVMVFKAFDQLSYAYVLDSELPIKVGAGIQPPLLED 384
NTDB id 1053 ABD1 RS00870 WP 000755276.1 QVFDITQQGESIRDPKTKEVIQLPGQQIGSLMVFRTFDQLSYAYVLESDLPIKVGSSIQSPQFND 384
consensus *!! * ! !! * !!!!!! *!!!! !! *!!!* !!!!!!!!!!*!*!!!!!! !!*! !

X non conserved

X similar

X ≥ 50% conserved


