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NTDB id 1107103 ACLKM1 RS12295 WP 411689660.1 .MAQKSHYSELNQYHLGIWYSAYRLLISTGLLLIFLLTYPELTSDYQYPQLYYYALGIGVAINTAQLFALKWIRRLIQPQ 79
NTDB id 1044 H0N27 RS16325 WP 206677389.1 MQFPLNSSLSHTIFRLGTWYGLYRLIIAVSLNIILVLTDAQTDNSLQQPALYSYTLLGYSLLSLVQLLCFKFIATQATRQ 80
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NTDB id 1107103 ACLKM1 RS12295 WP 411689660.1 LIMIFFSDVCVLSLLTLASDGPNLQIGLLFVITIFSASLLLDAKKALVVTLIAVISVIYQHFIGSIFAFSSLSNISNSAL 159
NTDB id 1044 H0N27 RS16325 WP 206677389.1 LILFFIVDIICLSLLTFSVGEPNLQLSLLYVIAIFTSAILLSARMSLLITLLAVIAVIYQRFVGSLFDYNNLNTIGNSAL 160
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NTDB id 1107103 ACLKM1 RS12295 WP 411689660.1 LAFLFFVVYGTGQIAVRRFQILENLNFSQSLELYRLQNINRYILEQIETGYLVLDENYHVVLSNPAACTLLGIEAKFAHE 239
NTDB id 1044 H0N27 RS16325 WP 206677389.1 LAFLFFVVHGIGQIAVQRFKLLEALTFHQSIELYQLQNINRYILEQIEEGYLVLDENYDIVVSNPAACSLLGIPPQFANE 240
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NTDB id 1107103 ACLKM1 RS12295 WP 411689660.1 KFTLYQSQPDLFELIQFETLENGERFQFESQQSRYNIHVQVQKLIVPHQTLMLLVLQDAKKLNQQVQQLKLAALGQLSAS 319
NTDB id 1044 H0N27 RS16325 WP 206677389.1 KYPLVKWHADLFEILKFGDLKEGDRFIFESRLSAYSINIKVQHLLVPQQTLTLLILQDAQQINQQAQQLKLAALGQLSAS 320
consensus !**! **!!!!** ! ! !*!! !!! ! ! !** !!*!*!!*!!! !!*!!!! *!!! !!!!!!!!!!!!!!

logo IAHE IRNPLAAIVQANDELLYKLDSDNPEQQNQTVLNRHQMIGKRQATKTR IDRS I IVQDTLGNLMAVKRNSEKERTHP I
V
P
QIDHLVKNEHF IDPLTFL ILEQEDLAFDI

V
C
K

NTDB id 1107103 ACLKM1 RS12295 WP 411689660.1 IAHEIRNPLAAIVQANDLYLDSDNEQQQVLNQMIGRQATRIDRIIQDTLNMVKNKETHPVPIHLNEFIPLFIQEDLADIC 399
NTDB id 1044 H0N27 RS16325 WP 206677389.1 IAHEIRNPLAAIVQANELLKDSDPEQQNTLRHMIGKQTKRIDSIVQDTLGLARSERTHPIQIDVKHFIDTLLEEDLFDVK 400
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NTDB id 1107103 ACLKM1 RS12295 WP 411689660.1 DQIQFNID.VPLLIQFDEAQFRQVLINLLRNAIRHNSADANYIQLNIHPYEHRVWIDIRDFGSGVAIHDQALLFQPFFST 478
NTDB id 1044 H0N27 RS16325 WP 206677389.1 HSIQLKISDSSLKFLFDEKQLRQVMINLVRNALRHNAPDSPYITINIHSQTNKIYIDVIDYGEGVSKRDISQLFKPFFST 480
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NTDB id 1107103 ACLKM1 RS12295 WP 411689660.1 SISGTGLGLYLSHSFCEANQAQLNYIQQEQGACFRISCQRITV 521
NTDB id 1044 H0N27 RS16325 WP 206677389.1 EINGTGLGLYLSHSFCEANHAKLTYVEQKQGACFRIECPIIY. 522
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