logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id

1029 TT RS02230 WP 011228203.1

1402 DSB67 RS12670 WP 010643257.1
1169 A1552VC RS11075 WP 000648511.1
1112 NGFG RS09215 WP 003689811.1

1113 AAA85695.1 219..1451( )

1252 GCO85 RSO7730 WP 011213805.1
1198 PSJM300 03950 AFN76868.1

1016 ACIAD RS01680 WP 004920476.1
1107100 ACLKM1 RS12120 WP 100329414.1
1059 ABD1 RS01610 WP 000279215.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id

1029 TT RS02230 WP 011228203.1

1402 DSB67 RS12670 WP 010643257.1
1169 A1552VC RS11075 WP 000648511.1
1112 NGFG RS09215 WP 003689811.1

1113 AAA85695.1 219..1451( )

1252 GCO85 RSO7730 WP 011213805.1
1198 PSJM300 03950 AFN76868.1

1016 ACIAD RS01680 WP 004920476.1
1107100 ACLKM1 RS12120 WP 100329414.1
1059 ABD1 RS01610 WP 000279215.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id

1029 TT RS02230 WP 011228203.1

1402 DSB67 RS12670 WP 010643257.1
1169 A1552VC RS11075 WP 000648511.1
1112 NGFG RS09215 WP 003689811.1

1113 AAA85695.1 219..1451( )

1252 GCO85 RSO7730 WP 011213805.1
1198 PSJM300 03950 AFN76868.1

1016 ACIAD RS01680 WP 004920476.1
1107100 ACLKM1 RS12120 WP 100329414.1
1059 ABD1 RS01610 WP 000279215.1

consensus

Lkl

o R { R s s e
K|

l

40 E\IF RQLATM
IDITIFTRQ ATM
IDITI@MTRQLATM

llfTRQL ! Gl VQA £V )ﬁaNegk thlelLat TiliEAF SA.F L¥v§tv53 E%S 5

IADIT FTRQL TM
IIDIT FTRQL TM LSRAFSNHPKYFDRFYCNLV
I\DIT F RQLATM

MDIﬁ FTRQ ATM FEYS] LRK|SPN]YFDLYCNLV

GE SGH

IRDTR\IFTROQLATM KAGVPLVQAFEIVAEG|® NPEMR
IADITIFTRQLATM KAGVPLVQ FEIVAEG|H NPEIMRE

IlDITIFTRQLATM KAGVPLVQ FEIVAEG|®R NPEWMRE
1 okokok [ Uloskokok Dokokskok | okok * ok kokok  kk o kokokok |okok kkk kx| kokok D kkx || !

£ ORATHE AT ) ool o s AT o 1

Dokokokokokokok | sk | Dokok skok Dokokok Dk 1 Dk | ! sokokokokkkok |1 skokk ok Dok | Dok Dokokokok ok D okokkk ok

143
146
147
149
149
146
145
148
149
148

223
226
227
229
229
226
225
228
229
228



logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id

1029 TT RS02230 WP 011228203.1

1402 DSB67 RS12670 WP 010643257.1
1169 A1552VC RS11075 WP 000648511.1
1112 NGFG RS09215 WP 003689811.1

1113 AAA85695.1 219..1451( )

1252 GCO85 RSO7730 WP 011213805.1
1198 PSJM300 03950 AFN76868.1

1016 ACIAD RS01680 WP 004920476.1
1107100 ACLKM1 RS12120 WP 100329414.1
1059 ABD1 RS01610 WP 000279215.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id

1029 TT RS02230 WP 011228203.1

1402 DSB67 RS12670 WP 010643257.1
1169 A1552VC RS11075 WP 000648511.1
1112 NGFG RS09215 WP 003689811.1

1113 AAA85695.1 219..1451( )

1252 GCO85 RSO7730 WP 011213805.1
1198 PSJM300 03950 AFN76868.1

1016 ACIAD RS01680 WP 004920476.1
1107100 ACLKM1 RS12120 WP 100329414.1
1059 ABD1 RS01610 WP 000279215.1

consensus

<0

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id

1029 TT RS02230 WP 011228203.1

1402 DSB67 RS12670 WP 010643257.1
1169 A1552VC RS11075 WP 000648511.1
1112 NGFG RS09215 WP 003689811.1

1113 AAA85695.1 219..1451( )

1252 GCO85 RSO7730 WP 011213805.1
1198 PSJM300 03950 AFN76868.1

1016 ACIAD RS01680 WP 004920476.1
1107100 ACLKM1 RS12120 WP 100329414.1
1059 ABD1 RS01610 WP 000279215.1

consensus

st O o oo AR LT T o

P FG
PIMGH

gPING
PIFGD V[JK @IAR AFAAGVPLVDL STAGARGN
PIFGD VIJK @IAR v

N

IRFAAGVPLVDEL STAGAJ\GN
P IGE INKABN\T ARF RTL lTFAAG PLV AL. WAGATGN
P UGD MK B ARF RTL TTFAAGVPLVDAL SWYAGATGN
PINIGD VMKAMIAR SRTLATTFAAGVPL DALESTAGATNNE Y
EPIFGD VMKAMIAR SRTLATTFAAGVPL DAL STAGATRIN Y
PIFGD VMKAMIAR SRTLATTFAAGVPL DAL STAGATNN Y]
* kK %k k * % * % % * 3k * k k kokkokk |okok Dk | % | | * 11 [IEEES ERES kok ok |okok ok

QMVEIGEESGE
QMVEIIGEESG

QM IGEESG LD MLIYKEIAIRXFYEINEVDNAV{EGAL MMEP I
QM IGEESG LD MLIYKEIAIREFYEINEVDNAV{QYL BMMEP I
QMVAIGEESGAL [IMLEJKVAWFYEREV NAVD L KJBEEP I
QMPAIGEESGALD MLEKVAWFYEBEVDNIVD LTINSMEP I
QMVAIGEESGALD MLKVAN YESEVDEAVD LTEMMEPLI
QMVAIGEESGALDEAMLINKVARIYERNEVDNAVD LTEMMEPLI
QMVAIGEESGALDEMLINKVApY YEREVDNAVD LTRMMEPLI

- ok KRRk | koK ey o ey i e e N IS
sl YU sy
er T lr| IIN/\LA\/()
406
407
.. 408
AMYLP F LGV VI T
AMYLP F LGJ . 410
AMYLP IF[EL G SV Y
AMYLPIF ... 405
AMYLPIF ... 408
AMYLPIF ... 409
AMYLPIF ... 408

X non conserved
B similar
>507% conserved

302
306
307
309
309
306
305
308
309
308

382
385
386
388
388
385
384
387
388
387



