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NTDB id 1107092 ACLKM1 RS11445 WP 074383589.1 MPMFKLLAQGISKLNTLQPCQLCQTDYQSIYSVCQDCWQQLPWIHQTIQRQEMQFQIACDYAYPMDRLIQLFKYEQKLHL 80
NTDB id 1071 ABD1 RS15375 WP 000472269.1 ..MFKFLNPQ.YLFQLLSPCLLCEIGTREKYSLCKECWEQLPWLKQTIQRNDQSVLVACHYAYPINRIIQQFKYEQKLHY 77
NTDB id 1042 H0N27 RS01930 WP 000472273.1 ..MFKFLNPQ.YLFQLLSPCLLCEIGTREKYSLCKECWEQLPWLKQTIQRNDQSVLVACHYAYPINRIIQQFKYEQKLHY 77
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logo QNTLLAGETVLLQSQLEKLFPKVSQAIVPMP I STKEQRLATERGYFNQSLVLLAKNHLVLAGSKKQLNKVIP I
VWQPVSQRLKNQEHSQKGLSRLER I

FEDNIQESQQF
NTDB id 1107092 ACLKM1 RS11445 WP 074383589.1 QNLLAGTLLSLELPKVSAIVPMPISTERLAERGYNQSLVLAKHVAKKLNVPIWQPVSRLKQHSQKGLSRLERIEDIQSQF 160
NTDB id 1071 ABD1 RS15375 WP 000472269.1 QTLLAEVLQQLKFPKVQAIVPMPISKQRLTERGFNQSLLLANLLGKQLKIPVWQPVQRLNEHSQKGLSRLERFENIEQQF 157
NTDB id 1042 H0N27 RS01930 WP 000472273.1 QTLLAEVLQQLKFPKVQAIVPMPISKQRLTERGFNQSLLLANLLSKQLKIPVWQPVQRLNEHSQKGLSRLERFENIEQQF 157
consensus !*!!!**!**!**!!!*!!!!!!!!**!!*!!!*!!!!*!!****!*!**!*!!!!*!!**!!!!!!!!!!!*!*!**!!
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RRYRRVL I IDDVVITTGSS I LHALTSRQKALEKEQLGCQTKS IYHAASCLAGAAQS ISTSY
NTDB id 1107092 ACLKM1 RS11445 WP 074383589.1 QISTPSNIRYRRVLIIDDVVTTGSSILALTRKLEELGCQKIYAACLAGAQI... 211
NTDB id 1071 ABD1 RS15375 WP 000472269.1 VALTQENRRYRRVLIIDDVITTGSSIHALSQALKQLGCTSIHASCLAAASSTSY 211
NTDB id 1042 H0N27 RS01930 WP 000472273.1 VALTQEKRRYRRVLIIDDVITTGSSIHALSQALKQLGCTSIHASCLAAASSTSY 211
consensus ***!****!!!!!!!!!!!*!!!!!!*!!***!**!!!**!*!*!!!*!*****
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