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NTDB id 1107089 ACLKM1 RS09940 WP 280560620.1 MKEILKNLVETTTLPEDSYLDQDAEILEIFVEEIEEIFVELNALFPEWLVNPDHQENLKTIRRHFHTLKGSGRMVGAKSA 80
NTDB id 1046 H0N27 RS03130 WP 168726941.1 MKEILKTLTEAMTLPEDSYSEQDAEFLEIFIEEIEEIFVDLQPLINKWMQSE.NIATLTEIRRHFHTLKGSGRMIGAKSS 79
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NTDB id 1107089 ACLKM1 RS09940 WP 280560620.1 GEMAWAVEDTLNRVLSGSIQLTAMVQKFAQAVLNVYQYALYPKFKHVQEIDLDLRPMLLLGQQLQQNLSPEPALEELLAL 160
NTDB id 1046 H0N27 RS03130 WP 168726941.1 AELAWTVEDTLNRVINQSLQLTPTIQSYVQLVFKFYFLKLVDNFKQKRAHTLDFRPLILLGQQLQQQQSLEPALEELLQL 159
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NTDB id 1107089 ACLKM1 RS09940 WP 280560620.1 ADHLTAEGQTTGLEIADHDLSE.SAAIIETAPVEVAVRTDIEETVAIFIEEAEEHLETIATFLRTEDEKSQDYNALIRAI 239
NTDB id 1046 H0N27 RS03130 WP 168726941.1 SHTLMAET.VTGLELDYIEQDSLAEPIIQA..THTEIEINLDETLTLFMEEAEEHLATIHQFLDQELHQYDSYNALIRAL 236
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NTDB id 1107089 ACLKM1 RS09940 WP 280560620.1 HTLRGSSSMAQIEQIFEASSKVEQLFKTLLQDEIVSTSKETALLMQYAEFISDYVHLLGQ.GDTEKLDAVYATFEAVWSD 318
NTDB id 1046 H0N27 RS03130 WP 168726941.1 HTLRGSSAMAQVETIFEASTKVEHLFKILLQEELSSHSEEILLLQEYREFVRDSLELLSRYSSSEQLEARLLQFNQSWDA 316
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NTDB id 1107089 ACLKM1 RS09940 WP 280560620.1 YGFAVT..ESDAVQTQGLVSKLVELDIDLLLDAEFEFDKRAQVDYPEYIQALSQQAAELLAHTDSRAAKGIHEFTADLKS 396
NTDB id 1046 H0N27 RS03130 WP 168726941.1 YVEQHGDRTDPLMPSHGLVSQLLQLDVSELLDAELDFEKGIRNEFPDYLERLSEQADLLLQHTHSQAMLGLHEYTSQLKE 396
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NTDB id 1107089 ACLKM1 RS09940 WP 280560620.1 AYDALLKKPVLLNSNYAYELFAQAHQEFIHLFDTLAAGQRVILNDDIQKTLSELSAFVQQDLEIFAEETEK..SGVEATT 474
NTDB id 1046 H0N27 RS03130 WP 168726941.1 SYEVLLDKPALLQSDYIFEIYQKAHQQLIQLFDALAAGQRVGVVKQHQSILEELKLYTQYTPDISNDLPQQDSTSFEPIY 476
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NTDB id 1046 H0N27 RS03130 WP 168726941.1 NIEPEPEVVATVENFSDSADWAVLGQSVQQDRQYISSTQVNRNFDADLLDIFLEEAEELLEGIDTDLNIWVGEQENFAAL 556
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NTDB id 1107089 ACLKM1 RS09940 WP 280560620.1 NNLMRHLHTLKGGANMIAASHIGLIAHELESIYERVIRQQIAVTPALIQIVRLVQDNVSDRIQSIRDDGIDYPATEAVAI 629
NTDB id 1046 H0N27 RS03130 WP 168726941.1 NNLMRYLHTLKGGANMVQATYLGLIAHELESIYERLIQKQLVVTSDLIDFIRLVQDDLADRLQIMREQQLDYAAPYTINA 636
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NTDB id 1107089 ACLKM1 RS09940 WP 280560620.1 LQNIQALLSGQTLAAVESTTAEFNVTA....LEMLSTPEVPFEES..VA.........TEQPATDLAETEKLVETPGFTE 694
NTDB id 1046 H0N27 RS03130 WP 168726941.1 LKRAGQNSNFQPLPVVEAFDAESEVFSEQKVISEIIIDEIPVELEPALAELETHHDQVFDTAVTELATPVEMITTVTSQE 716
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NTDB id 1107089 ACLKM1 RS09940 WP 280560620.1 NQVERSEEDELKSIVEETFLEESEEILANAEKLLNQWFDQRSDRSLLLQLQRAAHSIKGGARMIETEEVASIAYELETTF 774
NTDB id 1046 H0N27 RS03130 WP 168726941.1 NEV.AANEQDIEAVVEQTFLEEATELLEMAESLLKQWFEQRTNRSILLQLQRAVHSLKGGARMVGLEAVQAIAYQLENAF 795
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NTDB id 1107089 ACLKM1 RS09940 WP 280560620.1 EQFAVYQFNSNAYDGLLQKTLAWLKQAIFQRDYSGFEQLQSSLKKIAYVDVTAQLPERLAKTEHLVVSTDFGFVEGDGTE 854
NTDB id 1046 H0N27 RS03130 WP 168726941.1 EQFALHHFNSNIYDHLLESAIAWLKDAIFNHNYQHFDGLQQSLENIQFFETTIQIPTKLTRADLFSSEPVMTFIQGDGTE 875
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NTDB id 1107089 ACLKM1 RS09940 WP 280560620.1 PPQMMGEWANTGSSDSNNEMIRISADLVEKMIDLSGENSINRSRIEMDLGQLGNTLNEMELAIKRLADQLRRMEGELESQ 934
NTDB id 1046 H0N27 RS03130 WP 168726941.1 PPPMMGAWEQTERLDQNNEMIRVSADLIEKMIDLSGENSINRSRIEMDLSQFSHTLVEMELAIQRLADQLRRMEGELETQ 955
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NTDB id 1107089 ACLKM1 RS09940 WP 280560620.1 IIAKHGSENSRYADFDPLEMDQYSSLNQLSKSLAESASDLVDFKSTLADKIRETEGLLLQQSRIQAEIQESLMRTRLVPF 1014
NTDB id 1046 H0N27 RS03130 WP 168726941.1 IIAKHGIEHSRYTDFDPLEMDQYSSLNQLSKSLAESASDLVDFKNTLSDKIRDTESLLLQQSRIQAEIQEGLMRTRLVPF 1035
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NTDB id 1107089 ACLKM1 RS09940 WP 280560620.1 DRMLPRLQRIVRQTSTTLNRPAELIVQNTEGELDRNILERLVTPFEHMLRNAIDHGLEDTADRLALNKPEVGSIVLNISR 1094
NTDB id 1046 H0N27 RS03130 WP 168726941.1 SRLLPRLQRIVRQTSTALNRPAELFVNNTEGELDRNILERLVTPLEHMLRNAIDHGLEDRAQRQQANKPETGRIELNIQR 1115
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NTDB id 1107089 ACLKM1 RS09940 WP 280560620.1 QGTDVIVSFSDDGKGIDAEKIREKALSLDLIKADQPIDQDEILQYIFHPGFTTAKAVTQISGRGVGLDVVQSEIKSLGGH 1174
NTDB id 1046 H0N27 RS03130 WP 168726941.1 QGTDVVVVFSDDGQGIDVEKVRQKALLAGLIKPEQDLEQQDILQLIFHPGLSTAEQVTQISGRGVGLDVVQSDIKSLGGH 1195
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NTDB id 1107089 ACLKM1 RS09940 WP 280560620.1 VSVSSELGKGTVFTIRVPTTVAVSDALMVKAGDQQYAISLAQIDRIVRIAPTTLETYFNSKDDYFKIDGENYKLRYLSEF 1254
NTDB id 1046 H0N27 RS03130 WP 168726941.1 VSVESVYGQGTTFTIRVPTTVAVSDALMVKVADQQFAIPLAQIDRIIRVSPASLEQYFESPQELFEYENKRYPLRYLSEF 1275
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NTDB id 1107089 ACLKM1 RS09940 WP 280560620.1 VGTQPIPRLNNVGHSLPVLLIKGNSGQTIALLVDQLVGSRAQIVVKPIGQQFANIGVVAGATILGDGQVCLILDGQNIAR 1334
NTDB id 1046 H0N27 RS03130 WP 168726941.1 VGNQPIPRLNGVMYSLPVLMIKANNGQTVALLVDQLIGSRAQIVVKPIGQQFSSIGAIAGATILGDGQVCLILDGQNIAR 1355
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NTDB id 1107089 ACLKM1 RS09940 WP 280560620.1 QIQATQRVKQMHDQRDGSRHSNARRLVMIVDDSVTVRKVTSRLLERQGYDIVTAKDGVDAIEQLENVRPDLMLLDIEMPR 1414
NTDB id 1046 H0N27 RS03130 WP 168726941.1 QIQSTQRHKQLSEAVYRQRESDERRLIMIVDDSVTVRKVTSRLLERQGYDVVTAKDGVDAIEQLENIKPDLMLLDIEMPR 1435
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NTDB id 1107089 ACLKM1 RS09940 WP 280560620.1 MDGFEVTNLVRHHDIHRDLPIIMITSRTGEKHRERAFSLGVTHYMGKPFQEAELLANIQQLIAEKQG.... 1481
NTDB id 1046 H0N27 RS03130 WP 168726941.1 MDGFEVLNLVRHHDMHQYMPIIMITSRTGEKHRERAFSLGVSQYMGKPFQEEELLENIDALLVAFESEVKS 1506
consensus !!!!!! !!!!!!!*! *!!!!!!!!!!!!!!!!!!!!!!**!!!!!!!! !!! !! !* ****

X non conserved

X similar

X ≥ 50% conserved


