
logo MWELVKASGGWI
MMLP I I LCSS IAALMAGI IVAVERLWTLRAPSRVTPPHLLGQVWKMWIKDKQLSTNSDQKLKAELRADSPLGE I LAAGLAN

NTDB id 110708 ACGHJL RS07860 WP 043214385.1 MWELVKSGGWMMLPIILSSIAAMAIVAERLWTLRASRVTPPHLLGQVWMWIKDKQLTSDKLKALRADSPLGEILAAGLAN 80
NTDB id 1200 PSJM300 12655 AFN78593.1 MWELVKAGGWIMLPIILCSIAALGIIVERLWTLRPSRVTPPHLLGQVWKWIKDKQLSNQKLKELRADSPLGEILAAGLAN 80
consensus !!!!!! !!!*!!!!!!*!!!!**!* !!!!!!!*!!!!!!!!!!!!! !!!!!!!* !!! !!!!!!!!!!!!!!!!!

logo SKRHRGRE IMKEC I EEAAASRVI
VHDELERYI

L
G
N
A
TLGTIAAGI

MAPLLGLLGTVLGMIDE I FSAFMGSGQMATANANPAPLVLAGGI SKAL IVTTA
NTDB id 110708 ACGHJL RS07860 WP 043214385.1 SRHGREIMKECIEEAASRVIHELERYIGTLGTIAAMAPLLGLLGTVLGMIDIFSAFMGSQMTANPAVLAGGISKALVTTA 160
NTDB id 1200 PSJM300 12655 AFN78593.1 SKRGREIMKECIEEAAARVVHDLERYLNALGTIAGIAPLLGLLGTVLGMIEIFSAFMGSGMANA.PLLAGGISKALITTA 159
consensus !**!!!!!!!!!!!!! !!*!*!!!!* !!!!!**!!!!!!!!!!!!!!*!!!!!!!! ! ***!!!!!!!!!*!!!

logo AGLMVGIPALVFFHRFLLQRR I
VDELVVGMEQEAIKLVEVLVQGDRDEVDELVAGEGGKA

NTDB id 110708 ACGHJL RS07860 WP 043214385.1 AGLMVGIPAVFFHRFLQRRIDELVVGMEQEAIKLVEVLQGDREVEVAGGKA 211
NTDB id 1200 PSJM300 12655 AFN78593.1 AGLMVGIPALFFHRFLLRRVDELVVGMEQEAIKLVEVVQGDRDVDLGEGKA 210
consensus !!!!!!!!!*!!!!!! !!*!!!!!!!!!!!!!!!!!*!!!!*!*** !!!

X non conserved

X similar

X ≥ 50% conserved


