
logo MRTALGLMF
I
L

G
A
F
L
V
A
L
AGCLMLALSLQRTFRLPQALAPPSFVGAWLMW

L
A
Q
T

L
M
P

L
A
P
L
V
LGVLALVLCLLPAFGMALLRRGARLPRLVPVRAMWARAPVVLGAACFAFCLAFLGFLMGSVWSADCLWNRSAQNQWRALSDVD

NTDB id 1426 RS RS05575 WP 011001070.1 MRALLIGFVAGCMALQTRPALAPV...WQPALLGLACLLAMALLRRGARLPRLVPVMAVLAAACAGFGWSDWRAQQRLSV 77
NTDB id 110707 ACGHJL RS07855 WP 289717676.1 MRTGMFALALGLLSLRFLPALPSVGAMLTMLLLGVVCLPG...............RARAVGCFLLGMSWACWSAQNALDD 65
NTDB id 1199 PSJM300 12650 AFN78592.1 MRAGMLALAAGLLLLRFLPQLPSFGWLLALAPVGLLLLPF...............RWRPLAFFLFGLVWACLNAQWALDD 65
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NTDB id 1426 RS RS05575 WP 011001070.1 VLAPAWEGKDIRATGVVAELPEVTEDATRFLFRIESSDAGDAVPPRVRLSWYGLRSWHERQREAEAATDRRAGIPDLQPG 157
NTDB id 110707 ACGHJL RS07855 WP 289717676.1 RLESALDGRTVWLEGRVVGLPALRGQSVRFELAEPT.SRRTALPRRLQLNWFE....................GPQLSAG 124
NTDB id 1199 PSJM300 12650 AFN78592.1 RLPVDLDGRTFWLEGQVTGLPDRRGDVVRFELEDIH.SRHAGLPSRIRLAWYG....................GPEIRSG 124
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NTDB id 1426 RS RS05575 WP 011001070.1 QRWQLTLRLKRPHSLMNPGGFDGEYAMLADDVRAAGYVYTGKRARNALMGEADAGSGVGLRVERWRAAVRRHLLAALPEA 237
NTDB id 110707 ACGHJL RS07855 WP 289717676.1 EYWRLAVTLKRPHGLLNPHGPDWEALFLARRIGAVGTVKAGQLLAP..............ATNNWRDAVRQRLLAVDAQG 190
NTDB id 1199 PSJM300 12650 AFN78592.1 ERWRLAARLKRPSGMVNPSAFDYEAWLLARRIGATGTIKAGERIAEA............ASSGAWRDRLRQRLLTVEAHG 192
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NTDB id 1426 RS RS05575 WP 011001070.1 RYAPVIVALVVGDQSGIAQADWERFRRTGISHLVSISGLHITMIAGLFGALWMALWRRSFGLARWLRTPLPLRMPAQRAG 317
NTDB id 110707 ACGHJL RS07855 WP 289717676.1 R.EGALAALVLGDGSGLARSEWQALQATGTVHLMVISGQHIGLVAGLVYGLVAWL..ARLGL.......WPQRLPWLPWA 260
NTDB id 1199 PSJM300 12650 AFN78592.1 R.AGAIAALVVGDGSGLSTADWRVLQDTGTVHLMVISGQHVGMLAGLLYAVVLLL..ARWGI.......WPQRLPWLPWA 262
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NTDB id 1426 RS RS05575 WP 011001070.1 AVAAMAAAFAYCLLAGMGVPAQRTLLMLATVAVARLADRSVPVSLSLCWAAALVALVDPWAVMSAGGWLSFGAVAVIFLA 397
NTDB id 110707 ACGHJL RS07855 WP 289717676.1 CALSLVSALGYGGLAGFGVPVQRACLMLAMVLLWRLHFSHLGALLPLLAALCGVLLIEPLASLLPGFWLSFAAVAVLVFC 340
NTDB id 1199 PSJM300 12650 AFN78592.1 CGLAFAGALGYGWLAGFEVPVRRACLMVAIVLLWRLRFRHLGVWLPLLIALVGVLMVDPLASLQPGFWLSFVAVALLIWI 342
consensus *******!**!* !!!**!!**!**!!*!*!***!! ****** !*!* !* *!****!*!** *!*!!!!*!!!****

logo

A
F
A
R
I
G
V
R
AADARDDVRRPAWPV

L
R
G
A
G
V

P
W
S
R
G
P
W

L
W
Q
R
G
A
A
L
W

A
L
S

Y
R
V
AQLWVAMVTAFLVGLLPLALMTLALVLFGQLQP I

VSVLSTVAGSAPVLANALLAI
VPVWVI SVFALVTVLTVPLALMLGTSFALL

NTDB id 1426 RS RS05575 WP 011001070.1 ARIVAADARDDVRRPAWPVRAWRGLRGAARVQLAVTFGLLPLTLLLFQQVSVVSAVANALAIPVVSFVTTPLALMGTA.L 476
NTDB id 110707 ACGHJL RS07855 WP 289717676.1 FAGR..............LGGWRPWQAWSRAQWVVAVGLLPALLALGLPISLTAPLANLLAVPWISFAVLPLALLGSALL 406
NTDB id 1199 PSJM300 12650 AFN78592.1 FRGR..............LGVPSWWRALLYAQWAMALGLLPAMLVLGLPVSLSGPLANLLAVPWISVLVVPLALLGSFLL 408
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NTDB id 1426 RS RS05575 WP 011001070.1 PEPWSQPVLIWAEASFAWLMPWLDALALPGGSVWVAPAAPAWAWGLAVVGVPLLLVPGGYRAWAWRAQGAVLLLPMLLAR 556
NTDB id 110707 ACGHJL RS07855 WP 289717676.1 PLGQPGELLLWWAGGLLEILFQQLALLGQWRPAWEPQALTPWAGLLVGLGAALLLLPRGVP...LRGLGGVMLMA.LWAP 482
NTDB id 1199 PSJM300 12650 AFN78592.1 WVPWLGEALLWLAGGLLAVLFELLALIAGWQPAWLASALPLWAWSLVALGTLVLLLPAGVP...LRVLGTLLLAPLLFAP 485
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NTDB id 1426 RS RS05575 WP 011001070.1 APAPPPGEFRMVAFDIGQGAATLVETAGHRLLFDTGPRQGDLADAADRVIVPYLRGHGVQAIDTLVVSHEDSDHAGGTET 636
NTDB id 110707 ACGHJL RS07855 WP 289717676.1 REPVPQGQVEVLQLDVGQGLAVLLRTRTHSLLYDAGPAKGDM.DLGDRVVLPTLRKLGVKHLDLMLISHGHADHAGGAAA 561
NTDB id 1199 PSJM300 12650 AFN78592.1 DSRPEQGRAEVWVFDVGQGLSVLVRTRDHALLYDAGPRYGDF.DIGERVVFPSLRQLGLERLDLMMLSHADSDHAGGALA 564
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NTDB id 1426 RS RS05575 WP 011001070.1 VMAGVPVRTMLASLPPGHGLERQARALGIEPAGCVAGQRWAWDGVAFEILYPVQVPSDRAAVSSNARSCVLRIANARYAA 716
NTDB id 110707 ACGHJL RS07855 WP 289717676.1 IGRGLPLGRVLAGEPEQL.......PEALRARRCVSGERWHWDGVDFMLWQWAG......GPAGNERSCALLVQAQGERL 628
NTDB id 1199 PSJM300 12650 AFN78592.1 IQRAMPVGAVLSGEPERL.......PAALDARSCRTGQRWTWNQVNFSVWRWPQ......ATNGNQASCVLMVEAAGERL 631
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NTDB id 1426 RS RS05575 WP 011001070.1 MLAGDIGRAQEAALIAAEAPERLMADILLVPHHGSRTSSSGAFLDAVSAQVAVFQVGYRNRYGHPHPQVWQRYGARGIER 796
NTDB id 110707 ACGHJL RS07855 WP 289717676.1 LLAGDMEAGAERAWLAATD..APRIDWLQAPHHGSRSSSTEPFIRATSPRGVMISRGRYNSFGHPHPQVVERYRRYGLSV 706
NTDB id 1199 PSJM300 12650 AFN78592.1 LLTGDIDAQAERALVDGGM..EVNARWLLAPHHGSNSSSSAVFLAAVAADGALISRSSHNAFGHPHPAVLKRLQNAGAEL 709
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NTDB id 1426 RS RS05575 WP 011001070.1 LRTDATGAVVIETRGDALAVRTARSMRPRYWSSALEVAALAETTEPTGAQP 847
NTDB id 110707 ACGHJL RS07855 WP 289717676.1 HDTAIEGALRLRLGTHG..EVEGLRAQRRFWRQGQ................ 739
NTDB id 1199 PSJM300 12650 AFN78592.1 HDTAEHGALSLQLGAFG..GARRMRDEPRFWREK................. 741
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