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VVI IVA I FASAIA IPSYQSEYSIRRASNQTLAASTAMQAKQDQSQEMI LQQKI
LAMEAQLDEQRYHRKSRNFNSTYKQRGFDTVAMTPTASYGILMTYNV

NTDB id 1107055 ACLKM2 RS11735 WP 411686311.1 ..MKRRKFFQSGFTLVELMVVVVIVAIFAAIAIPSYQEYIRRSQATQAQDQIQQIAMALDRHKSRNFNYQGFVMPAGMNV 78
NTDB id 1064 ABD1 RS15725 WP 001046490.1 MNKYYILRFNQGFTLIELMVVIVIVAIFASIAIPSYQSYSRRATASAAKSEILKLAEQLEQHKSRNFTYRGFTTTSIT.. 78
NTDB id 1006 ACIAD RS15005 WP 004923843.1 .....MQHHRQGFTLIELMVVVVIIAIFAAIAIPSYQEYIRRSNLAMAQQEMQKLAEQLERYRSRNFSYKGFDATYLY.. 73
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NTDB id 1107055 ACLKM2 RS11735 WP 411686311.1 QPRGATG.................AAVKY...........NFTVVPGVGGQTWLITALATDPKNYNFLMSSSGVRCKNKT 130
NTDB id 1064 ABD1 RS15725 WP 001046490.1 LPRG.......................GYTIQITDDTTTGNLLTNTAANGQTWVIKATTTDSRNFNFIAKNSGLRCQSLT 135
NTDB id 1006 ACIAD RS15005 WP 004923843.1 QDKSGQTLAKFDSTKQIVQLPLDTSNTKYTLAVVDTTTNNPLLTSANAIGQGWAIKAMSADNNNYSLLLTNTGFSCKNKT 153
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NTDB id 1107055 ACLKM2 RS11735 WP 411686311.1 ANLIDSA...SISCGRENTGREEW. 151
NTDB id 1064 ABD1 RS15725 WP 001046490.1 ATAVDNDCGGTVTCNVCETNSENWQ 160
NTDB id 1006 ACIAD RS15005 WP 004923843.1 WAN........ISSSSCGTGSESW. 169
consensus * ** **** * !**! !

X non conserved

X similar

X ≥ 50% conserved


