
logo MKKVFLNTDGMTSVNSFHRAVLGFIKKHQLVLALALVCLTGTVAGI
L
G
S
A
TIASEVAVEHAAPTASPRNHINPPASLKASNSAPNVYVVKKRGDTLWDI SGKHKFLNKNPLWRW

NTDB id 1107029 ACLKM3 RS13265 WP 230243802.1 MKKVLTDTSSFRVLGFKKQVLALAVCLTVGLSAISVAEAAPARNINPPALKASAPNVYVVKKGDTLWDISKKFLNNPLRW 80
NTDB id 1053 ABD1 RS00870 WP 000755276.1 MKKVFNGMVNFHALGIKKHLLALALCTGVAIGTIAEVH.ATSPNHNPPSLKSNAPNVYVVKRGDTLWDISGHFLNKPWRW 79
consensus !!!! !* !! !!**!!!!*! !** ! **!* *!*!!! !! !!!!!!!!*!!!!!!!! *!!! ! !!

logo PE IWASNQRHVKNPHWI FYPGDRLLLMCSTLYDEGRP I
L
I
VGKDEGDGCEVGI IRRYATGKQSTTHNLQPQI

VRVEASLNNSTI
VPVIPLDEHYIKHQWL

NTDB id 1107029 ACLKM3 RS13265 WP 230243802.1 PEIWASNRHVKNPHWIFPGDRLLMCTYEGRPIIGKDEGDGCEGIIRRYAGKSTNLQPQIRVESLNNTIPVIPLDYIKHWL 160
NTDB id 1053 ABD1 RS00870 WP 000755276.1 PEIWASNQHVKNPHWIYPGDRLLLCSLDGRPLVGKDEGDGCVGIIRRYTGQTTHLQPQVRVEALNNSVPVIPLEHIKQWL 159
consensus !!!!!!! !!!!!!!!*!!!!!!*!* *!!!**!!!!!!!! !!!!!! ! *!*!!!!*!!! !!!**!!!!!**!!*!!

logo ENRSSTI ILAPADNAS ILQTGNTPYI LVGTASDQRVLAAGKGQSTI
VYARGAQGLEINVGQRYAGVYREGEPYMYFL ITDANKNGKQKFHNSALGI ELLTQVAASGI

VAV
NTDB id 1107029 ACLKM3 RS13265 WP 230243802.1 ERSSIIAANALQGTPYILGTSDQRVLAAKGQSVYARGAGLEVGQRYGVYREGEPYMLIDANGQKFNAGIELTQVAAGIAV 240
NTDB id 1053 ABD1 RS00870 WP 000755276.1 ENSTILPADSITNTPYIVGTADQRVLAGKGQTIYARGQGLINGQRYAVYREGEPYYFTDNKGKKHSLGIELLQVASGVAV 239
consensus ! !*!**! * !!!!*!! !!!!!!*!!!**!!!! !! !!!!*!!!!!!!! ! ! !* !!!! !!! !*!!

logo

R
S
G
SEKNDITTLELTDSTYNAEVRRGDRVLMPEI EYDQAPMTLPTLFYPTVDHAEKNQVSTADGGKQI

V
I
LRVMGS IGRTAAKHNSVVATI

LDRGTLTHQGI
VQSVG

NTDB id 1107029 ACLKM3 RS13265 WP 230243802.1 RGENDITTLELTDTYNAEVRRGDRVLPIYDPMLPTLFYPTHAENVSAGGQVLRVMGSIGTAAKHSVVAIDRGTLHGVQSG 320
NTDB id 1053 ABD1 RS00870 WP 000755276.1 SSEKDITTLELTDSYNAEVRRGDRVMPEEQATLPTLFYPVDAKQVTDGGKIIRVMGSIGRAAKNSVVTLDRGTTQGIQVG 319
consensus ! !!!!!!!!!*!!!!!!!!!!!*! * !!!!!!! *! *!* !! **!!!!!!! !!!*!!! *!!!! *!*! !

logo

Q
YVFDS IVTQKQGESVI

V
R
TDPKTKERVI

VQLPGEQQRIGNS ILMVFKRSTFDHQI
LSYAYVLDESDELP IKVGASS ILQASPQRFMDND

NTDB id 1107029 ACLKM3 RS13265 WP 230243802.1 YVFSVTQKGEVVTDPKTKERVQLPGERIGNIMVFKSFDHISYAYVLDSELPIKVGASLQAPRMDD 385
NTDB id 1053 ABD1 RS00870 WP 000755276.1 QVFDITQQGESIRDPKTKEVIQLPGQQIGSLMVFRTFDQLSYAYVLESDLPIKVGSSIQSPQFND 384
consensus !! *!! !! * !!!!!! *!!!! !! *!!!**!!**!!!!!!*!*!!!!!! !*! ! !

X non conserved

X similar

X ≥ 50% conserved


