
logo

MM
Q
F
P
E
PLKNQSSYLSESHLNTI

Q
F
Y
H
RLGMTWYGLTYRL IL IAFVCSLLNI

L I LTLVLTDFAQQLTDGANQSLYQQYPAGLYLSYTLLVCGYFS ILFLNSCLLVQL ILCSFYKFS IAPFTKQAITQRQ
NTDB id 1107026 ACLKM3 RS13025 WP 019838140.1 .MPELKQYSELNQYHLGMWYGTYRLLIAFCLLLITLLTFQQLGAQYQYPGLYLYTLVCYFIFNCLQLISYKSIPFKITQQ 79
NTDB id 1044 H0N27 RS16325 WP 206677389.1 MQFPLNSSLSHTIFRLGTWYGLYRLIIAVSLNIILVLTDAQTDNSLQQPALYSYTLLGYSLLSLVQLLCFKFIATQATRQ 80
consensus * **! * **!! !!! !!!*!! *! *! *!! ! ! !*!! !!!**! * **!!***! !* ! !

logo L ITLFFAIVDI IACLSLSLTFASSVDGEGPNLQYLSLLFYVIATI FATASAS ILLLQSAKRKMASLAL ITL ILAMVIAMVIYQHRFVGSLFLDFYNSNSLNNTIGSNQSAL
NTDB id 1107026 ACLKM3 RS13025 WP 019838140.1 LTLFFAVDIIALSSLTFASDGPNLYLSLLFVITIFAASLLLQKRKALAITLIAMIMVIYQHFVGSLLDFSSLNNISQSAL 159
NTDB id 1044 H0N27 RS16325 WP 206677389.1 LILFFIVDIICLSLLTFSVGEPNLQLSLLYVIAIFTSAILLSARMSLLITLLAVIAVIYQRFVGSLFDYNNLNTIGNSAL 160
consensus ! !!! !!!!*!! !!! !!! !!!!*!! !! *!! ! ! !!!*!*! !!!!*!!!!! !* !! ! *!!!

logo LAFLFFGVVHYGI
SGQR IAVQRRFKQLLEANLNTFHSQS ILELNYQRLQNINRYI LEQI

TEEMGYLVLDDENCYDHI
VVLVSNPAACHSLLGIHPPKQFYAHNAE

NTDB id 1107026 ACLKM3 RS13025 WP 019838140.1 LAFLFGVVYGSGRIAVRRFQLLENLNFSQSLELNRLQNINRYILEQTEMGYLVLDDNCHVVLSNPAACHLLGIHPKYAHA 239
NTDB id 1044 H0N27 RS16325 WP 206677389.1 LAFLFFVVHGIGQIAVQRFKLLEALTFHQSIELYQLQNINRYILEQIEEGYLVLDENYDIVVSNPAACSLLGIPPQFANE 240
consensus !!!!! !!*! ! !!! !! !!! ! !*!!*!! !!!!!!!!!!! ! !!!!!!*!***!*!!!!!!*!!!! ! *!*

logo

K
TYPLVYKVWHQAPDLFDE I

L
F
LKFDGDQLKQDEGDEKRF IQFESQRLSAHFYHS IVHNIKQVQHKLKLVPHQQTLTLLAI LQDAGQRKQINQQAVQQLKLAALGQLSAS

NTDB id 1107026 ACLKM3 RS13025 WP 019838140.1 TYPLYKVQPDLFDLFKFDQLQDGEKFQFESQLSHFHVHIQVQKLKVPHQTLTLLALQDGRKINQQVQQLKLAALGQLSAS 319
NTDB id 1044 H0N27 RS16325 WP 206677389.1 KYPLVKWHADLFEILKFGDLKEGDRFIFESRLSAYSINIKVQHLLVPQQTLTLLILQDAQQINQQAQQLKLAALGQLSAS 320
consensus !!! ! **!!!** !! ! *!**! !!! !!*****! !!*! !!*!!!!!! !!!* !!!! !!!!!!!!!!!!!!

logo IAHE IRNPLAAIVQANENLFLKTDGSDAPAEQQNQLTLRSDHMIGSKQATKTR IDKS I IVHQDTLGSLMAVKRNSEKQRTHMPI
V
A
QIDQLVKNHQF ILDPQTFL ILEQEDLFPDAVAK

NTDB id 1107026 ACLKM3 RS13025 WP 019838140.1 IAHEIRNPLAAIVQANNLFTGSDAAQQQLLSDMISKQATRIDKIIHDTLSMVKNKQTMPVAIQLNQFLPQFIQEDLPDAA 399
NTDB id 1044 H0N27 RS16325 WP 206677389.1 IAHEIRNPLAAIVQANELLKDSDPEQQNTLRHMIGKQTKRIDSIVQDTLGLARSERTHPIQIDVKHFIDTLLEEDLFDVK 400
consensus !!!!!!!!!!!!!!!! ! !!* !!* ! *!! !! !!! !**!!! * * !*!* ! * *!** * !!!*!

logo

H
S
Q
S IQLKTI

L
S
T
D
E
SQ
SLKSFI LFDEKSQLRQVLMINL IVRNAI

LRHNAAPDQQSP I
Y
I E
TINTI

V
H
Y
P
S
E
Q
A
T
N
T
K
YIY IDVI

RDFYGAEGVASKSQRDI
L
L
S
Q
YLFKQPFFST

NTDB id 1107026 ACLKM3 RS13025 WP 019838140.1 SQIQLTLTE.QLSILFDESQLRQVLINLIRNAIRHNAAQQPI.EITVYPEATYIYIDVRDFGAGVASQDLLYLFQPFFST 477
NTDB id 1044 H0N27 RS16325 WP 206677389.1 HSIQLKISDSSLKFLFDEKQLRQVMINLVRNALRHNAPDSPYITINIHSQTNKIYIDVIDYGEGVSKRDISQLFKPFFST 480
consensus * !!! **** ! !!!! !!!!!*!!!*!!!*!!!!* ! * ! *** !!!!! !*! !! !* !! !!!!!

logo E INGTGLGLYLSHSFCEANHQAKLSTYVEQEKQGACFR I
M
E
KCLP I

R
A
I
I
Y
GH

NTDB id 1107026 ACLKM3 RS13025 WP 019838140.1 EINGTGLGLYLSHSFCEANQAKLSYVEQEQGACFRMKCLRAIGH 521
NTDB id 1044 H0N27 RS16325 WP 206677389.1 EINGTGLGLYLSHSFCEANHAKLTYVEQKQGACFRIECPIIY.. 522
consensus !!!!!!!!!!!!!!!!!!!*!!!*!!!! !!!!!!* !* **



X non conserved

X similar

X ≥ 50% conserved


