
logo MKKVFLKNGMTSVNSFHRALGI
LKKQHQALLALALVCFTGSFVAGI

VGATI
V
A
S
E
TVHQAATPASPRNHINPPSTLKQASNAPNVYVVKKRGDTLWDI SGKHKFLNQKNPLWRW

NTDB id 1106955 ACLKM4 RS00830 WP 411687660.1 MKKVLKGTSSFRALGLKQQALALAVCFSFGVGAVSTVQAAPARNINPPTLQANAPNVYVVKKGDTLWDISKKFLQNPLRW 80
NTDB id 1053 ABD1 RS00870 WP 000755276.1 MKKVFNGMVNFHALGIKKHLLALALCTGVAIGTIAEVHAT.SPNHNPPSLKSNAPNVYVVKRGDTLWDISGHFLNKPWRW 79
consensus !!!! ! !*!!!*! * !!!!*! **! * !*! * *!*!!!*! !!!!!!!!!*!!!!!!!! *!!* ! !!

logo

P
RE IWASNKQHVKNPHWI FYPGDRLLLMCSTLYDGRP I

L
I
VGKDEGDGCEVGI IRRYTGNQTTHSLQPQI

VRVEASLNNSTI
VPVIPLEHYIKQHQWL

NTDB id 1106955 ACLKM4 RS00830 WP 411687660.1 REIWASNKHVKNPHWIFPGDRLLMCTYDGRPIIGKDEGDGCEGIIRRYTGNTTSLQPQIRVESLNNTIPVIPLEYIQHWL 160
NTDB id 1053 ABD1 RS00870 WP 000755276.1 PEIWASNQHVKNPHWIYPGDRLLLCSLDGRPLVGKDEGDGCVGIIRRYTGQTTHLQPQVRVEALNNSVPVIPLEHIKQWL 159
consensus *!!!!!! !!!!!!!!*!!!!!!*!* !!!!**!!!!!!!! !!!!!!!!*!!*!!!!*!!! !!!**!!!!!!*! *!!

logo ENRSTSTI ILAPAPDES ILQTNQTPYI LVGTADQRVLAAGKGQNTI
VYARGQGL IQNVGQRYAVYREGEPYI

YFTDNVKNGKKHYNSALGI
LELLTQVASGI

VAV
NTDB id 1106955 ACLKM4 RS00830 WP 411687660.1 ERTSIIAPESLQQTPYILGTADQRVLAAKGQNVYARGQGLQVGQRYAVYREGEPYIFTDVNGKKYNAGLELTQVASGIAV 240
NTDB id 1053 ABD1 RS00870 WP 000755276.1 ENSTILPADSITNTPYIVGTADQRVLAGKGQTIYARGQGLINGQRYAVYREGEPYYFTDNKGKKHSLGIELLQVASGVAV 239
consensus ! **!****!* *!!!!*!!!!!!!!!*!!! *!!!!!!! !!!!!!!!!!!!! !!! !!!* !*!! !!!!!*!!
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I
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NTDB id 1106955 ACLKM4 RS00830 WP 411687660.1 RGENDITTLELTDTYNAEVRRGDRVLPEYDPMLPTLFYPTNAEHITADGQVVRVMGSIGTAAKHSVVAIDRGQAHGVQSG 320
NTDB id 1053 ABD1 RS00870 WP 000755276.1 SSEKDITTLELTDSYNAEVRRGDRVMPEEQATLPTLFYPVDAKQVTDGGKIIRVMGSIGRAAKNSVVTLDRGTTQGIQVG 319
consensus ! !!!!!!!!!*!!!!!!!!!!!*!! * !!!!!!! ! **! ! **!!!!!!! !!!*!!! *!!! *!*! !
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VLDESDELP IKVGASGS IQPSP I
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NTDB id 1106955 ACLKM4 RS00830 WP 411687660.1 HVFAVTQKGEVVTDPKTRERVQLPGERIGYAMVFKTFDQLSYAYILDSELPIKVGAGIQPPIMED 385
NTDB id 1053 ABD1 RS00870 WP 000755276.1 QVFDITQQGESIRDPKTKEVIQLPGQQIGSLMVFRTFDQLSYAYVLESDLPIKVGSSIQSPQFND 384
consensus *!! *!! !! * !!!!*! *!!!! !! !!!*!!!!!!!!!*!*!*!!!!!! !!*! !

X non conserved

X similar

X ≥ 50% conserved


