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NTDB id 1106871 ACLKM6 RS00595 WP 411687277.1 MLNTISPGHLATIRLWYLVQHSLPSFYKLIRHFGSAAAATEAGNLQRWAELGLHQNHLQR...ARDFHQAQAQADFQHLL 77
NTDB id 1043 H0N27 RS16615 WP 168727007.1 MLTQLSSHQYHTLKVWYLVQHSLVSFKKIIDYFGNCEKATQPDGLAKWSSLGLHANHLKR...VNEFQTPQGQAQFEQLV 77
NTDB id 1073 ABD1 RS00865 WP 015451369.1 MLTQLSSHHYHTLKVWYLVQHSLVSFKKIIDYFGNCEKATQPDGLAKWSSLGLHANHLKR...VNEFQTTQGQAQFEQLV 77
NTDB id 1021 ACIAD RS00975 WP 004930462.1 MITILSSHHYHTIKVWYVLQHSLSGFKKLIHYFGDCETALQPQRLSDWQKLGLHANHLKR...LEEVHTLQGQQQFEKML 77
NTDB id 1152 A1552VC RS00200 WP 000654772.1 ...MKDQDLAAWLALCFTPKLGSKTISHLLATRLPAQLQSFT..PKQWLACGLKPEQLVF......LTTQAAKQAEQCLQ 69
NTDB id 1094 KZH42 RS01320 WP 002224767.1 ...MTEDERFAWLQLAFTPYIGAESFLLLMRRFGSAQNALSA..PAEQVAALIRHKQALEAWRNAEKRALARQAAEAALE 75
NTDB id 1089 NMB RS00600 WP 002224767.1 ...MTEDERFAWLQLAFTPYIGAESFLLLMRRFGSAQNALSA..PAEQVAALIRHKQALEAWRNAEKRALARQAAEAALE 75
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VARKYQDFSGATKYEFSYLAGSQGESKGLIFVYPFVINSTVSGML
NTDB id 1106871 ACLKM6 RS00595 WP 411687277.1 QRVQQHTDFILIPEDVGYPTQLLPYTDKPPILFGQGQAQPLLQPQVAIVGSRKASPHGRQVAYDFAYYLSEKGFFINSGL 157
NTDB id 1043 H0N27 RS16615 WP 168727007.1 QQVRQHTDFILTPDDSGYPTQLLPYTDHPPIIFGKGQAQALLQPQIAIVGSRKPSPHGRQVAYDFAYYLSEKGFFISSGL 157
NTDB id 1073 ABD1 RS00865 WP 015451369.1 QQVRQHTDFILTPDDSGYPTQLLPYTDHPPIIFGKGQAQALLQPQIAIVGSRKPSPHGRQVAYDFAYYLSEKGFFISSGL 157
NTDB id 1021 ACIAD RS00975 WP 004930462.1 AQLQTHTDFIVTPDDPAYPSQLIPYQDRPPILFGQGSIQSLIQPQIAVVGSRKPSPHGRQVAYDFSYFLSEKGFYITSGL 157
NTDB id 1152 A1552VC RS00200 WP 000654772.1 WRSAANNRYIVTPHCPLYPRLLKEINSSPPVLFIEGIWEAVHDPAVAIVGSRNASVDGRQIARQFATELAQSGLVVTSGL 149
NTDB id 1094 KZH42 RS01320 WP 002224767.1 WEMRDGCRLMLL.QDEDFPEMLTQGLTAPPVLFLRGNVQLLHKPSAAIVGSRHATPQAMRIAKDFGKSLGGKGIPVVSGM 154
NTDB id 1089 NMB RS00600 WP 002224767.1 WEMRDGCRLMLL.QDEDFPEMLTQGLTAPPVLFLRGNVQLLHKPSAAIVGSRHATPQAMRIAKDFGKSLGGKGIPVVSGM 154
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NTDB id 1106871 ACLKM6 RS00595 WP 411687277.1 AQGIDEAAHQGGLKH.QRTIAVMGTGLDLTYPATHQGLRDQILQQHGTIISEFLPQTKPLQQHFPRRNRIVSGLSLGVIV 236
NTDB id 1043 H0N27 RS16615 WP 168727007.1 AYGIDEAAHQGASTH.QRTIAVTGTGLDTTYPAQNKKLAEHILAKNGAIITEFLPGTPPLQQHFPRRNRIVSGLSLGVLV 236
NTDB id 1073 ABD1 RS00865 WP 015451369.1 AYGIDEAAHQGASAH.QRTIAVTGTGLDTTYPAQNKKLAEYILAQNGAIITEFLPGTPPLQQHFPRRNRIVSGLSLGVLV 236
NTDB id 1021 ACIAD RS00975 WP 004930462.1 AHGIDEAAHQGSLVH.HRAIAVVGTGLDLCYPSGNKALKQHIRDQGGAIVSEFLPGTPPLQAHFPRRNRIVSGLSLGVLV 236
NTDB id 1152 A1552VC RS00200 WP 000654772.1 ALGIDGYAHDGALQAQGQTVAVLGSGLAQVYPKQHQGLAERIIA.QGALVSEFAPHTPPKADHFPRRNRIISGLSLGVVV 228
NTDB id 1094 KZH42 RS01320 WP 002224767.1 ASGIDTAAHQGALQAEGGTIAVWGTGIDRIYPPVNKNLAYEIAE.KGLIVSEFPIGTRPYAGNFPRRNRLIAALSQVTLV 233
NTDB id 1089 NMB RS00600 WP 002224767.1 ASGIDTAAHQGALQAEGGTIAVWGTGIDRIYPPVNKNLAYEIAE.KGLIVSEFPIGTRPYAGNFPRRNRLIAALSQVTLV 233
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NTDB id 1106871 ACLKM6 RS00595 WP 411687277.1 AEATLDSGSLITAKLAAEQGKTVFAIPGHIYSEFHQGCHQLIREGAILVDHPEQVIEDLALPT......QWLSQQQANSS 310
NTDB id 1043 H0N27 RS16615 WP 168727007.1 VEATLKSGSLITANKAAEQGKTVFAIPGHIYSEFHQGCHQLIREGAILIDHPEQIIEDLALPT......QWQSQQQNQT. 309
NTDB id 1073 ABD1 RS00865 WP 015451369.1 VEATLKSGSLITANKAAEQGKTVFAIPGHIYSEFHQGCHQLIREGAILIDHPEQIIEDLALPT......QWQSQQQNQT. 309
NTDB id 1021 ACIAD RS00975 WP 004930462.1 VEATLKSGSLITANKAAEQGKVVFAIPGHIYSEFHQGCHQLIREGAILVDHPEQIIEDLALPT......HWHSQSTASGE 310
NTDB id 1152 A1552VC RS00200 WP 000654772.1 VEAAEKSGSLITARYAAEQGREVFVVPGSIFNAASQGSNQLIRQGACLVQSVQQIHQELKNAL......TWSLSEQVPYQ 302
NTDB id 1094 KZH42 RS01320 WP 002224767.1 VEAALESGSLITARLAAEMGREVMAVPGSIDNPHSKGCHKLIKDGAKLVECLDDILNECPGLLQNTGASSYSINKGIPEK 313
NTDB id 1089 NMB RS00600 WP 002224767.1 VEAALESGSLITARLAAEMGREVMAVPGSIDNPHSKGCHKLIKDGAKLVECLDDILNECPGLLQNTGASSYSINKGIPEK 313
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NTDB id 1106871 ACLKM6 RS00595 WP 411687277.1 GTA...STAAHSTLP.........EHLLA...LYSQLDWVGKNMDQLASELQQETAHLTAQLMELELLGMAMQQSGLYL. 374
NTDB id 1043 H0N27 RS16615 WP 168727007.1 ....EETNTNTPEIP.........EHLID...LYQSLDWVGQNIDQLVVHHNIPVSELTSSLMELELLGLCMQQSGLYL. 372
NTDB id 1073 ABD1 RS00865 WP 015451369.1 ....EEANTNTPEIR.........EHLID...LYQSLDWVGQNIDQLVVHHNIPVSELTSSLMELELLGLCMQQSGLYL. 372
NTDB id 1021 ACIAD RS00975 WP 004930462.1 ANADDSGKTDDADLP.........DDLLP...LYQLLDWQGQDLDQLAQHYQGSTAELTAQLMELELLGVCIQQSGRYL. 377
NTDB id 1152 A1552VC RS00200 WP 000654772.1 ATLFSA...............VQSDEELPFPELLANVGIEATPIDILASRTQIPVQDIMMQLLELELLGHVVAVPGGYIR 367
NTDB id 1094 KZH42 RS01320 WP 002224767.1 RITAVQTASDQLSLPEGKMPSEKTENRPVGGSILDRMGFDPVHPDVLAGQLAMPAADLYAALLELELDGSVAAMPGGRYQ 393
NTDB id 1089 NMB RS00600 WP 002224767.1 RITAVQTASDQLSLPEGKMPSEKTENRPVGGSILDRMGFDPVHPDVLAGQLAMPAADLYAALLELELDGSVAAMPGGRYQ 393
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NTDB id 1106871 ACLKM6 RS00595 WP 411687277.1 RCRPSQ 380
NTDB id 1043 H0N27 RS16615 WP 168727007.1 RCRS.. 376
NTDB id 1073 ABD1 RS00865 WP 015451369.1 RCRS.. 376
NTDB id 1021 ACIAD RS00975 WP 004930462.1 RCRSPY 383
NTDB id 1152 A1552VC RS00200 WP 000654772.1 KGRG.. 371
NTDB id 1094 KZH42 RS01320 WP 002224767.1 RIRT.. 397
NTDB id 1089 NMB RS00600 WP 002224767.1 RIRT.. 397
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